Stamp Results 04/30/14

Jump to: Multiple Alignment Motif Tree Motif Matching
Input file: 68 motifs loaded

Settings: Metric=PCC, Alignment=SWU, Gap-open=1000, Gap-extend=1000, -nooverlapalign
Multiple Alignment=IR, Tree=sUPGMA, Matching against: TRANSFAC
Note: All results files are removed nightly at midnight EST. Please save your results by saving "Webpage,
complete".
Download results as a PDF

Click here to run STAMP again.

Multiple Alignment
(Consensus sequence representations shown, but multiple alignment was carried out on the matrices)
MO:  mmmmm——e— GGGGGGGGGGGGG———-
Ml:  —m—————— AAAGAAAAAAAAAAAAAAAA
M2:  —mm——e GGAGGAGGG-—————————~—
M3: mmmmmmme CACACACACACA-——-
M4a: e GGAGGSAGGG———————————
M5: = AGAGAGAGA———————————————
M6:  mmm————— AGGGGAGGG———————————
M7:  mm———— AAGGAAGGAAG-———————
M8:  —mm———— CCCCACCCCCACCCC————
M9:  —mm———e— CCCCACCCCACC———————
M10: ——————— AGAAGGAAGA-—————————~—
M11: ——m——— AGAGGAAGA———————————
mMi2:  —————= TTTTTAAAAA—————————————
M13:  —mm—m——— AAGGMAGGC-—-——————-
M14: —-———AAAAGAAAGAAAAAAAAA-——————
M15:  —————- GGTGGGGGA——————————————
Mi6:  ————= AAAGAAAGAAA-————————————
Mi7: AAAAACAAAAGA—————————
M18:  ——————— CAGAGGNAG————————————
M19: ———AAAAGAAAAGAAA-————————————
M20: AAAAAAAACAAAACAAAAAAAAAA—————
mM21: —m—— AAACAAACAAAAAAA————————
M22:  mmmmmmm— AGAACAAAG-————————


http://www.benoslab.pitt.edu/stamp/results/339082046_input.motifs
http://www.benoslab.pitt.edu/stamp/results/339082046.pdf
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Me6:  —————— CTCTGAGM—-
M67:  —m———— ARAAGAAG-———————————~—
. FEP
Familial Profile: £1
i ix
(click for matrix) A A
0 = ™ ™ L] 0w o
Motif Tree
Tree (drawn by Phylip) . Best match in
Input Motif TRANSFAC

Click here for Newick-format tree (viewable with MEGA)
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http://www.benoslab.pitt.edu/stamp/results/339082046FBP.txt
http://www.benoslab.pitt.edu/stamp/results/339082046FBP.txt
http://evolution.genetics.washington.edu/phylip.html
http://www.benoslab.pitt.edu/stamp/results/339082046.tree
http://www.megasoftware.net
http://www.benoslab.pitt.edu/stamp/results/339082046_tree.jpeg
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Stamp Results 04/30/14
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Name

ZNF219_MO01122

KROX_MO00982

MAZR_M00491

UFIH3BETA_MO01068 1.1918e-08

RREB-1_MO00257

AtMYB-84_MO00970

Alfin1_MO00479

Sp1_MO00196

Sp1_MO00931

Pax-4_MO00380

Stamp Results

forward reverse compliment
E value Alignment
GGGGGGGGGGGGG
.7019e-1
8701913 GGGNGGGGGGN——
4.4263e-12 GGGGGGGGGGGGG
' GNNGNGGGGGCGG
———GGGGGGGGGGGGG
2.8460e-09
SGGSGGGGGGGGMNN—
—cceeeeceeceee
GCCCCTCCCCCRC—
GGGGGGGGGGGGG
1.3559¢-07
GGGGTGGTTTGGG
GGGGGGGGGGGGG
2.9390e-06
GGNGGTAGGTGS—
1.5311e-05 CCcceeeeeecee—
' MNNCCCCACNYNYN
1.5434¢-05 ——Cceeeeceececcece
' NNCCCCGCCCCN-——
4.0043e-05 —cceeeeecceceece
' NCCCCGCCC————-
6.1908¢-05 ________________~ cccecececcecceccec
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forward

Name E value

UF1H3BETA_MO01068 4.2744e-14

KROX_MO00982 2.2382e-13
GBF_MO00633 2.6601e-10
Alfin1_MO00479 5.3896e-10

ZNF219_MO01122 1.1492e-08

RREB-1_MO00257 6.6020e-08

CAC-binding_M00720 2.7398e-07

Pax-4_MO00380 1.2184e-06

Egr M00807 1.2324e-05

AtMYB-84_MO00970 1.2987e-05

GGGGTGGGGGTGGGG
NGNGTGNNNNNNNNNNNNNNNNTAWTTTN

Stamp Results

reverse compliment

Alignment

—CCCCACCCCCACCcCC
GCCCCTCCCCCRC———

GGGGTGGGGGTGGGG
GNNGNGGGGGCGG——

CCCCACCCCCAcCCcCC
———NACCCCNA-———

CCCCACCCCCACCCC——
———MNNCCCCACNYNYN

GGGGTGGGGGTGGGG
GGGNGGGGGGN————

GGGGTGGGGGTGGGG
—GGGGTGGTTTGGG—

GGGGTGGGGGTGGGG
RGGSTGGG———————

CCCCACCCCCACCCC
-NYYGCSCCCA————

GGGGTGGGGGTGGGG
—GGNGGTAGGTGS——
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forward reverse compliment
Name E value Alignment
SREBP-1_M00221  5.1144e-09 e
RREB-1_M00257  3.1302¢-08 I
Pax-4_M00380 6.2570e-08 __COTEECEICEEE- -

CAC-binding_M00720 6.6711e-08
Alfin1_MO00479

7.8685e-08

UF1H3BETA_MO01068 1.9404e-07

SREBP-1_M00749 6.8090e-07
KROX_MO00982 1.1711e-06
Spl1_MO00196 2.4110e-06
ROM_MO00700 3.3121e-06

Stamp Results
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
GGTGGGGGA————— .
UFIH3BETA_MO01068 1.3191e-08 oo HOT A 9
,TC TA
——GGTGGGGGA—— .
KROX_MO00982 2.4459¢-06 S ; c CC
G,QIQ A ;Qggg
N INF29 MoLL2}
—GGTGGGGGA—- .
ZNF219_MO01122 3.3785e-06 CEONCEECEEN : C CCC
= p-ev_.v-4
. —-TCCCCCACC———-— .
Alfinl_MO00479 3.5856e-06 O P
A — — = I
-GGTGGGGGA—— .
MAZR_M00491 5.1481e-06 P :
GBF_MO00633 8.8926¢-06 ~TCeCCeceace
NACCCCNA—-—
N =AVA =
SREBP-1 M00221  6.7051e-05 CEIGEEECA—— ccc
~GTGGGGTGAT A
: MZEL_ MO
MZF1_M00084 7.6101e-05 —TCccceAcC - A
TTNCCCCTCNNN A
mxe=T I—-—;IETé
CAC-binding M00720 7.6852¢-05 TececeAce=
-—-CCCASCCY A T
P CA <
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N Wi,

s
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
——CCCTCCTCC—— .
UFIH3BETA_MO01068 4.1818¢-08 o Coetone i A Q
,TC TA
—GGAGGAGGG— .
ZNF219 MO1122 1.9528e-07 e s C CCC
S X_EX¥
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IS B e ==
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GNNGGNGN— (:
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Name
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forward

E value

2.8333e-05

3.2163e-05

7.0083e-05

1.0018e-04

1.0090e-04

UF1H3BETA_MO01068 1.3968e-04

GAL4_MO00049

Tra-1_MO01048

Ttk_MO00009

TFII-I_MO00706

1.8919¢-04

4.8305e-04

5.3972e-04

6.9259¢-04

Stamp Results

reverse compliment

Alignment
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Name

Stamp Results

forward

E value

AP-2alphaA_MO01045 6.4687e-05

STRE_MO00308

GBF_MO00633

ROM_MO00700

ZNF219_MO01122

7.0946e-05

1.6224e-04

1.6306e-04

2.2196e-04

AP-2alphaA_MO01047 3.9161e-04
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STRE_MO00154

Bel-1_M00312

4.1594e-04

4.6624e-04

5.2540e-04

KNGRNAGTNMNCKCWGYRTCAGCAGNT

5.2545e-04
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Alignment
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CTGAGGGG—
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
AGGGGAGGG .
MAZ,_M00649 2.6799¢-10 N e ;
y W = Wl
——CCCTCCcCCT—— .
UF1H3BETA_MO01068 8.3321¢-09 S HOT A Q
,T7C TA
. S5 0665
————AGGGGAGGG .
Sp3_MO00665 8.6491e-09 JRipuun -
a2 A=~CT saxZ
CCCTCcCCCT .
Sp1_MO00933 1.6633¢-07 oo EQCC CCC
LB E=S_ Tg%
L. AGGGGAGGG .
CAC-binding_MO00720 4.1609e-07 CRGGSTGGG A T
R CcA L &=
—-——CCCTCCCCT .
Spl_M00196 5.6366¢-06 NeGCeaeeon ; C
p— 7—9—5—-*&%92
ZNF219_ MO01122 1.2451e-05 AGCEGAGEE———-
——GGGNGGGGGGN CCC
=N AGA
N MAZR_MOM9L
MAZR_MO00491 1.82766-05 AGCEGAGEE———~
- SGGGGGGGGMNN
Tra-1_MO01048 2.3694¢-05 cccreceet
ACCWCCC—— T
N = e
GC_MO00255 3.6690e-05 ~---cceTccect
NNGCCCCGCCCNN
=EA TATAET =—
M 4 1 Ml M4 _rev
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Name

HNF4_MO01033

SMAD4_MO00733

COUPTF_MO01036

E47_MO00002

E2A_MO00973

Sp3_MO00665

MAF_MO00648

BRK_M01096

Eve_M00629

GAL4_MO00198

forward

E value

3.6901e-05

4.9535e-04

1.5654e-03

1.8265e-03

2.4783e-03

2.7963e-03

2.8373e-03

3.7078e-03

4.0886e-03

4.3799e-03

Stamp Results

reverse compliment

Alignment

CTGCCCT
—TGNNC—-

—————— CTGCCCT-
RGNTGKCTGNMYSN

NKNNRNGKNNAAAGGTCANNNN

———————— CTGCCCT
NNNNACACCTGCNS-

AGGGCAG—-
——RNCAGNT

——CTGCCCT————
CCCYSCCCAAGKS

~—AGGGCAG—-————
NGRRGGAAGTKKNSN

CTGCCCT
NTGGCG—

——AGGGCAG
GCNGNSSWN

NGYTCGGNNNANAGNNNNCCG

P
Fi

04/30/14

Motif

HNF4_ V01033

'c_ CA

-

733
. SMATH_M0073;

A

TCATT c

N COUPTF ML

TAcTTT Coc

L= { (o3 SO
= ——= =202

N BAT_M0002

[
g T

24 MO0y

EACCT -

Sp3_ 00665

P
Fi

C A
S2A=~CT e=ac

MaF Moo648

A TG Cr

AAGA Tetx

BRE MOw96

>

>

¢.C0A.

Ere_W00629

a0

.
I
GALA M001%8

C AL

oA ca—=raA=C

M27

ik

M7 rev

CCCACCC CT
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
L CCCAGCC- .
CAC-binding_M00720 2.1814e-08 COCASCOY H A T
R CA L &=
GGCTGGG- .
Dde_MO00304 4.5915¢-06 e o C " C C
—CCCAGCC— .
Sp1_MO00008 6.7548e-06 HeCOYGeoY H C
= S N ——=
—CCCAGCC— .
Sp1_MO00931 7.8495e-06 NCCCCGeEE H
————————— GGCTGGG .
LUN-1_M00480 1.4639¢e-05 TCCCAAAGTAGCTGGG H A c AC T A
——CCCAGCC——— .
Spl1_MO00932 5.5489¢e-05 NNCCCCGECENN H
- ——GGCTGGG—— .
Sp1_MO00196 5.8793e-05 NGGGGCGGGENN H C
Je—— 7 N iégrgégf
N AP-2 MOWIS
AP-2_M00915 1.2904¢-04 ~GECTEEE——- . cc C
NGCCNGNGGNNN C
KROX_M00982 1.6540e-04 ~GECTEE6 - CC
GNNGNGGGGGCGG C
mg‘{ﬁ_ A ;—g-%(::g
~GGCTGGG .
HEB_MO00698 2.0498e-04 CAGCHGG— H CC A
N B
M34 MM rev

AGCOCAG CTCGCx
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
——AGCCCAG .
PCF2_MO00948 3.3511e-04 S 3 c AC
———AGCCCAG————————— .
YY1_MO00069 5.9713e-04 NS ANNCAACATGECNGNN ; CCMCTT )
mgﬁA:A =2AC C _A
N SREBP-1 MOOTH
CTGGGCT .
SREBP-1_MO00749 6.0365¢-04 acsar i CCCC A
N W
Pitx2_MO0482  7.8462¢-04 creceeT——- AATC
NTGGGATTAN CQAA
——CTGGGCT )
Dde_M00304  1.8434¢-03 oorenaen 5 TC A C C
= Egr-3 MO0 o
~——CTGGGCT- .
Egr-3_MO00245 1.8933¢-03 L ECOTEOCOGT : c T
A AVIVY
. Ege-1 M0043
—AGCCCAG——— .
Egr-1_M00243 2.0090e-03 MCGCCCACGOR I c T clT
— W YILSA >
N Poly M21L
Poly MO0211  2.0727¢-03 “AGCCCAG
GAGACCAC C C
- A = W
HENI_MO00068  2.4911e-03 . CIGGGCT—— w C
NNNGGNCNCAGCTGNGNCCNN c cc
y==AX_A_Vlt=a ST TYC_
CP2_M00072 2.5155¢-03 cresecr——-
CTGGKTNGNG P
$A1_<_‘.4°~
M35 M3 rev

CTGGGA £TCOCAC
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Name

Ik-3_MO00088

Lyf-1_MO00141

forward

E value

6.1248e-07

8.3004e-07

RBP-Jkappa_MO01112 1.0207e-05

RBP-Jkappa_MO1111 5.1589¢-05

STAT_MO00777

Su_H_M00234

Ik-1_MO00086

Staf_M00264

Pitx2_M00482

Alx-4_MO00619

8.0079¢-05

8.4276e-05

8.6389%¢-05

9.1777e-05

1.8446e-04

3.3172e-04

Stamp Results

reverse compliment

Alignment

————YTCCCAG—
GGTATTCCCNRN

—YTCCCAG
YCTCCCAA

—YTCCCAG—-
KTTCCCACGN

—CTGGGAR
NGTGGGA-

YTCCCAG——————
—TCCNAGAANNNN

———YTCCCAG——
NGKTTCCCACRN

————YTCCCAG—
NNNATTCCCANN

———————————— CTGGGAR-
NNGCNNKGNANNNTGGGANN

CTGGGAR——-
NTGGGATTAN

————— YTCCCAG
GATTATTCTCAG

04/30/14

Motif

T3 M000s3

AATACC

Lyt M00141

== L P

RED-JHappa MOLLL2

Tl

RBPkapa MOILLL

fTCCCATT

STAT M0O77?

_ T LS

- _
. Su_H_Mom3d

_TUIVEAARe

Ik-1 MO0I%6

w A

i

T

= TV e

Stafl MOO264

TTQ ATQQTZ g;;égéé

itwd, M482

- ules..

A4 M00619

(TACANTAN

M49

Me

+00CCA(

N9 _rev

2

5 1r

{(: =

i - Lo
e
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forward
Name E value
Olf-1_M00261 9.3953e-07
EBF_MO00977 8.5188e-06

SREBP-1_M00749 4.1201e-05

AP-2_MO00915 4.3245e-05
MZF1_MO00083 7.8038e-05
BRK_M01096 9.8255e-05
XPF-1_M00684 1.4290e-04
GBF_MO00633 3.9480e-04
1k-3_MO00088 4.0789¢-04
Sp3_MO00665 6.9739¢-04

Stamp Results

reverse compliment

Alignment

NCNANTCCCYNGGGARNNKGN

TCCCCAG——-
TCCCYWGRGN

CTGGGGA
—-TGGSGT

———CTGGGGA——
NGCCNGNGGNNN

TCCCCAG
TCCCCNN

CTGGGGA
NTGGCG-

——TCCCCAG
GKTSNYCNG

——TCCCCAG
NACCCCNA-

-CTGGGGA-————
NYNGGGAATACC

--—TCCCCAG-—-
CCCYSCCCAAGKS

04/30/14

Motif

Of-1.M00261

b
e c° Aer T

—anre | WWTT2AATCAS can
BB MOSTT

(000

SREBP-1 M00™9

ACCch

AP2 MO91E

el

MZEL M00033

" VUGWA

BRE_MOL96

AA

XPE-1_M0o634

AC

A =~
N 1‘ 2C
GIE MDY

N AT
k-3 M00083

s AATAQQ

Sp3_ 0665

CrT

C A
SR A=ACT letac

oo

ME6_rev

< (::00CCAl
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Name

PCF2_MO00948

Alfin1_MO00479

Muscle_MO00324

Muscle_MO00323

Egr_MO00807

SREBP-1_M00749

BRK_M01096

AP-2_MO00915

HEN1_MO00058

ZBRK1_MO01105

forward

E value

6.9345e-06

1.0315e-05

2.7069e-05

6.1325e-05

6.4737e-05

9.3983e-05

2.0178e-04

2.2176e-04

2.4059¢-04

2.7431e-04

Stamp Results

reverse compliment

Alignment

—GGCCCCAG
NGGNCCCAC

—-GGCCCCAG—————
MNNCCCCACNYNYN

————————— CTGGGGCC———
KSCNSYKGNRTGRNGNCNNN

————————— CTGGGGCC———
KSCNSCTGNRTGGNGNCNNN

———GGCCCCAG
NYYGCSCCCA-

CTGGGGCC
-TGGSGT-

CTGGGGCC
NTGGCG—-

—-GGCCCCAG———
NNNCCNCNGGCN

——————————— CTGGGGCC--
NNNGGNCGCAGCTGCGNCCNN

—————— CTGGGGCC
AAANNNCTGCKSCC

ol O

04/30/14

Motif

PCE2 MO0%43

oo 000ke

. Alinl_Moo479

y
Ha

A A

a s 0T

Muscle M00324

g
Ha

y ==&ac=T = CAC Agg
. Muscle. M00323

0 cie 4
- :;'kaQ—C CA-:é s
P Ber 00807
I C

<
R=3-Q [p-Qeo) =F-V.\=

SREBP-1 M00M49

EACCCCA

BRE_MOL96

N AP MO9S
1

HENL_MO00S8

X ¢; (e

ZBREI_MO1103

5 T
CC =

» WESEA ==l

M4

M4 _rev

Q00T-00TE *GAGGAG

mmmmmmm

mmmmmmmmmmmmm
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Stamp Results 04/30/14

forward reverse compliment
Name E value Alignment Motif
TFIL-I_M00706 3.9667e-09 ceeTsecTec Hap
—CCTMCNTC-
. =7 I
CCCTSCCTCC .
MAZ_M00649 7.3910e-09 CCCTCCC——— : A
p e U=
N CAC-binding MOOT20
.. CCCTSCCTCC .
CAC-binding_M00720 9.6761e-08 CCCASCCY—— *A T
e o o CcA <
——CCCTSCCTCC—- .
UF1H3BETA_MO01068 5.2698¢-06 GCCCCTCCCCORE T A Q
,TC TA
—GGAGGSAGGG .
ZNF219_MO01122 1.4883e-05 S : C CCC
- A G- —
———GGAGGSAGGG .
Sp3_MO00665 1.3467e-04 SMCTTGGGSRGGGE :

C A
SF2A=~CT le2ac

PUL M00633

PU.1_MO0658 1.4083¢-04 CCCISCCTCC A “
——CTTCCTC- A
e N -

24 Mg

E2A_MO00804 2.1128e-04 ~CGAGGSAGEE-
NMNGNGNCAGGTG CC Cc

N2z alU=T ¥ T

Tra-1_MO01048 2.7249¢-04 GEAGGSAGEG
———GGGWGGT T
o —— -_—

Sp1_M00008 4.3466e-04 —CCeTsceTee
WCCCYGCCY—— (: =

M30_rev

" JAGGCAGA TCTGCCT
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
AGGCAGA-
SMAD3_MO00701 4.4951¢-07 i TCT CT
AGGCAGA——
Dde_M00304  4.0214e-04 S omeane TCA CC
n»A‘-i Es_ MO097L
Ets. M00971 5.7503e-04 &igg;ﬁ? 5 TTCC
- Q -
————— TCTGCCT—-
SMAD4 M00733  5.9147¢-04 N OO ey e ; A CT
~AGGCAGA . A
PU.1_M00658  7.0533¢-04 nccanc ; A
AGGCAGA——— w
TALI_M00993  8.2649¢-04 N nCaonTen CCA CT T
_C
E2A_M00973 1.2191e-03 AGGCAGA— 5
—RNCAGNT <V —
o Ets-L MOOT43 T
TCTGCCT .
c-Ets-1_M00743  2.2213e-03 cor1eor EA A A C
Tel-2 MO0678  2.4637-03 ~AGGCAGA- TACTTCCT
CAGGAAGTA
e
E2A_MO00SO4  2.4647¢-03 —TCIGCCT———-
CACCTGNCNCNKN CC Q c
VL2 a]ll=T ¥ T
M 3 2 MR MY rev

Cx(cCrl Ca

[}

CCI
o T o ° N
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
——CTGCCTG .
Tel-2. M00678  1.7490e-05 oTmoTe TACTT T
————CTGCCTG .
Ets. M00771 8.9017e-05 ReTCeT ; T T
, ===2WA —
N Adf-1 M00923
——CAGGCAG-—————————— .
Adf-1_M00923 1.3899¢-04 CRMNKKCAGCGRCKGCRGCS : CT CCCCT o GO
STICY VAT TC AR =72
————— CTGCCTG- .
c-Ets-2. M00340  2.1612¢-04 NG IGOToy F e .
k= Ac:i;
c-Ets-1 M00339  2.3445e-04 CTCCCTE
NNMNNNACTTCCTG C T T
Ne TASE ===
———————— CTGCCTG—— .
NERFla_M00531 2.6254¢-04 NN SHYROT IO TOny ; e
Ets. M00971 8.9926¢-04 ;igg;ig T
Q VT_.
SMADI Moo%1
SMAD3_MO00701  1.2672¢-03 CAGGCAG—— 5 TCT c
—~AGNCAGAC T
SMAD4 M00733  1.5469¢-03 ~CAGGCAG=——— - 5
NSRKNCAGMCANCY CA CT
mICATT = 2C
PU.1_MO00658  1.6773¢-03 CAGGCAG A“
GAGGAAG
CCA
M48 M4§ N8 rev

(CACCCA

CTGCCTCC
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Name

BRK_M01096

myogenin_MO00056

SMAD4_MO00733

YY1 MO00069

AP-4_MO00005

ZID_MO00085

ARF_M00438

Zta_MO00711

v-Maf_MO00035

Grainyhead-Elf-1-NTF-1_M00951 2.0741e-03

Stamp Results

forward reverse compliment
E value Alignment
CTGGCTCC
2.1022e-
022¢-05 NTGGCG——
~—CTGGCTCC-————=————=———————
5.1107e-05
NNYTGGCNSNGTGCCAAANNNNACAGST
—-—CTGGCTCC————
1.3521e-04
RGNTGKCTGNMYSN
—————————— CTGGCTCC-
2.9776e-04
NNCNGCCATCTTGNNTSNW
—————————— CTGGCTCC
.6755e-04
3.6755¢-0 MNGNCNNCAGCTGNNNN-—
—————— GGAGCCAG
. e-04
6.3058¢-0 GRTGATRGAGCC—-—
GGAGCCAG
1.2769e-03
—GAGACAA
GGAGCCAG———-
1.6689¢-03
TGWGYCANNNTN
—————— GGAGCCAG—---
1.6936e-03
NNNTGCNNNGTCAGCANN
CTGGCTCC
CYGGTTT-

f
i

04/30/14

Motif

BRE_MoL96

ci00A.

myogenin_ 300056

%&QI ﬂc% Ch

LA z-A AELCze

;CATTQA ) A gl
_COWRIGTTE LT

%iA T T T c T

TKEAS CCAV_A_

2ID_ MOz

T AIQACC

ARF MOM33

T

Zta Mot

A
m_égA TGVA

» 5 Ylaf M003

6l Ac .

. Grainphead EIf.1.NTE-1_MO0S1

P
5"

T

s -

MSS8

QCTECTs

MEB_rev

‘aAGOGAGH
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
Grainyhead-Elf-1-NTF-1_M00951 1.9076¢-05 RAGCCAGG
AAACCRG— I T
- b= ==
CCTGGCTY
BRK_MO01096 2.1022¢-05 recce. A
24 MOOS
———RAGCCAGG——
E2A_MO00804 7.4707¢-04 O CAGeTG ACCT .
= r
PPARalpha R¥Ralgha 0242
~RAGCCAGG-————————~— .
PPARalpha-RXRalpha_M00242  1.1803e-03 ~ * ="' "0 EAAAACIA CA CA
s TIEY
CP2-LBP-1¢-LSF_MO00947 1.3677¢-03 cereeeTym—mm o 5 CT C
—CTGGNTNNNNCYNG
[ CIC
CCTGGCTY-—— ,
CP2_MO00072 1.3718e-03  CTCORTNGNG : C A
N TAICE
E2A_MO00973 2.0739-03 RAGCCAGG— C
——RNCAGNT
=V
N CCAAT M00200
CCAAT_M00200 2.1088¢-03 CCIGECTY——m =

AP-4_MO00005 2.7747e-03

alpha-CP1_MO00687 3.2264e-03

CCAATCANCNNNCYYNNCNCWNNT i

Toi TCCC |

. aXe T sWIci.T-¥I5c
AP-4_MO0S
RAGCCAGG-———————— N
NNNNCAGCTGNNGNCNK : T c
A &
JSEAC SN X T
alpha-CPL_YI00687
-——CCTGGCTY .
CTCATTGGCT- “l\
K a-r_N

M3

CTCCACCC

M38

M3 rev

GECTECAC
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
—————————— GGCTGCAG—- .
Adf-1_M00923 1.6376¢-06 CRMNKKCAGCGRCKGCRGCS ‘C CT o CC CT ¢ Go
LTTCUVAXTYHITC AR =272
————GGCTGCAG .
RCS1_MO00753  8.7287e-05 [ p——— EAT A CCATTT
K="o- ZGA
N LBP-1_Mongd4
CTGCAGCC .
LBP-1_M00644  9.9357¢-05 o R C
= .
——GGCTGCAG—————
Adf-1_ M00171  1.0112e-04 NCCNRORGCRGAG e e c
vg YF =it Xera
GGCTGCAG
ERF2_M01057  2.6381e-04 oo w CC CC
~——-GGCTGCAG—- 5
SMAD4_MO00733 2.9034e-04 TR TN j cllc A oI
STCATZZ=VAYT 2C
LMAF MO1139  3.3754e-04 CTCCAGCC TCA CA
CTGCTGAS
T = - L
N HENL M000s8
HENI_MO000S8  4.7353¢-04 CTCCAGCC——
NNNGGNCGCAGCTGCGNCCNN c cc
pata AxWlIEY Ci Voo,
ZBRKI MO1105 5.7072¢-04  ____~ CTCCAGCC w
AAANNNCTGCKSCC ce
N AA ==l
Dde_M00304 9.3263¢-04 GECIGCAG w
GGCTGAGC C A C
M 4 3 M43 M43 rev

TECT-CC A

[}
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Name

c-Ets-1_MO00743

GCR1_MO00046

Tel-2_MO00678

GCR1_MO00337

c-Ets-2_MO00340

NERF1a_MO00531

PU.1_M00658

Ets_MO00971

PEA3_MO00655

HEN1_MO00058

forward

E value

5.9273e-07

6.9523e-07

1.9045e-05

3.6874e-05

1.1139e-04

1.2349e-04

1.7081e-04

1.7151e-04

3.0524e-04

3.2338e-04

Stamp Results

reverse compliment

Alignment

TGCTTCC—
—GCTTCCK

——GGAAGCA
GWGGAAGC—

——GGAAGCA
CAGGAAGTA

—————— GGAAGCA
AAWAGTGGAAGCC

~——TGCTTCC---
ANNNACTTCCTGY

—————— TGCTTCC————
SNNASNYRCTTCCTGNY

TGCTTCC——
——CTTCCTIC

—-—GGAAGCA
NAGGAAG——

—-GGAAGCA
MGGAWG——

-——GGAAGCA-——-———————
NNNGGNCGCAGCTGCGNCCNN

04/30/14

Motif

cEtsl_MOOT43

AaGe

GCRL_MO006

CTTCCAQ

Tel-2 MOO6TS

fTACTTCCT

GCRL_M00337

) TTCCQQIAII

s MOOMO

%ACA AAAczzl

NERFLs_M0033L

>
%‘7 A AA
A ELQIEIE

N PUL M00633

ol

Es MOTL

EQTTCCT

DPEA3 MOGSE

o0

HENL_MO00S8

£1IAN

M25

CAGCCTCC

nnnnnnn

M2 rev

(HAGECT

mmmmmmmmmmm
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Stamp Results 04/30/14

forward reverse compliment
Name E value Alignment Motif
CAGCCTYCC .
MAZ_M00649 1.0625¢-05 p—— : A
y U =Tl
GGRAGGCTG .
Tra-1_MO01048 1.0114e-04 e ; —
I e
N TEILT M0ooM6
CAGCCTYCC—— .
TFIL-I_M00706 6.3417e-04 e : A
R =TI
GGRAGGCTG————— .
SMAD4 M00733  7.6183e-04 o e : el A o
SZCAT=Z20VAYT 2C
L ~—CAGCCTYCC .
CAC-binding_MO00720 1.2712e-03 COCASCEY - A T
R CcA L &=
CAGCCTYCC-— )
Lyf-1_M00141 1.8750e-03 S erecon ; TI A A
e N
Dde. M00304 2.20276-03 GERAGGCIG——~
————-GGCTGAGC C A C
Tra-1_MO01049 3.3286¢-03 CAGCCTYCC
——ACCNCCC o
e o= -
ERF2_MO01057 3.71536-03 GERAGGCTG CC C
-GGCGGC—— C
UFIH3BETA_MO01068 4.0080e-03 CAGCCTYCC -
GCCCCTCCCCCRC T Q
,T7C TA

Mg M63 _rev

" MAAGCCTG CAGCCTTT
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Name

MEF-3_MO00319

c-Rel_MO00053

Barbie_M00238

PLZF_MO01075

PBF_MO01130

Pax-3_MO00360

LEF1_MO00805

SZF1-1_M01109

forward

E value

2.5590e-04

9.3059¢-04

1.1094e-03

GANCWRNTMAARNTTTANCNNCNRWNNA

1.7622e-03

1.7687e-03

1.9053e-03

1.9804e-03

3.3167e-03

Retroviral M00212 3.5940e-03

APOLYA_MO00310 4.1333e-03

Stamp Results

reverse compliment

Alignment

—AAAGCCTG——-
NGWAACCTGASC

——AAAGCCTG
GGAAWNYCC-

———CAGGCTTT——-
CMNNCNSCTTTNNN

CAGGCTTT
———CCTTT

———CAGGCTTT-
CGTCACRCTTNM

CAGGCTTT-
-———CTTIG

—————— AAAGCCTG
CNGCTGWTACCCTG

—————— CAGGCTTT---
NAGNRRRRRGNTTTATT

-——CAGGCTTT---
MAATNGGCGTTTAT

' CA TI16
JEOT [+

%;IAiTzYTA¢TC Aha7zll ATt

CAAA

04/30/14

Motif

x]
. MEE-3 M00319

. 53
. cRel M000S}

—

N Barhie MOO238

T

!

_— —
——
=
H O

IH

3

f-|

PLZF_WNL07S

. PBF MOLLX

ARAG..

I
Pax-3 M00360

llGez.

LEF1_M00803

La

SZFL-1 M0LIY

iCAC TazcAue U

ATAX

Retroviral M0212

APOLYA _M00310

ko

ie.d

M5S0

AGOCACAG ‘CTCTGGCT

ME0_rev
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Name

Zta_MO00711

AML_MO00769

SEF-1_M00214

Osf2_M00731

RAV1_MO00343

PEBP_M00984

TRAB1_MO00507

forward

E value

1.7146e-05

4.6002e-05

1.5224e-04

1.9997e-04

2.2816e-04

3.6840e-04

5.5343e-04

alpha-CP1_MO00687  7.2537e-04

core-binding_M00722 1.0556e-03

ZBRK1_MO01105

1.3794e-03

Stamp Results

reverse compliment

Alignment

——AGCCACAG——
TGWGYCANNNTN

———AGCCACAG——-
NNWRACCACANNNN

—————————— CTGTGGCT
ACACGGATATCTGTGGTY

-CTGTGGCT
KNTGTGG——

———CTGTGGCT
NNWNTGTTGCN

————CTGTGGCT--
NNNNYTGTGGTNAN

AGCCACAG——-
—GNCACRCGTM

AGCCACAG—-—
AGCCAATGAG

—AGCCACAG
WNACCAC—-—

—————— CTGTGGCT
AAANNNCTGCKSCC

g .
i
-
= C

" el

P
5"

LG
T

04/30/14

Motif

Zta_MOOTLL

. A
A.  |FAVE

. AL M00769

i -

[

SEF-L Mo024

yowc¥Cces c x

g

N Q52 00731

(CaCA -

RAYLM00M3

=

PEBP_ V0984

I

TRABL MO0SOY

j,T-:A: -Cr lcg

alpha-CPL MOOGET

core-binding 0722

T

- =

>

T
. A

. ZBREI_MO1103

5 T T
<
N YESA —==1

M57

ME7 _rev

TETGCTs "eAC<CACA
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
————— CAGCCACA- .
SMAD4 M00733  2.5726¢-04 A Ay CA A CT
,TCATZZ=
: CAGCCACA~————— .
Alfinl_MO00479 2.6759¢-04 GG e ; N
aa- T
Q2 M00TH
——TGTGGCTG
Osf2_ M00731 5.6407¢-04 reraa s C AC A
CAGCCACA-——— ,
TRABI_M00507  7.5697¢-04 [P 5 Ac
Lo CCT
AML_MO00769 1.6552¢-03 - CAGCCACA-—-- TT '|'
NNWRACCACANNNN T
- eléc C .:,;Avg
CAGCCACA- .
Hmx3_M00433 1.7222¢-03 S ; C T
N Lﬁl}iwm
LUN-1_M00480  24169¢-03 TETGECTE CAC '|'
TCCCAAAGTAGCTGGG
) i
core-binding_M00722 2.6318¢-03 CAGCCACA
WNACCAC— ~T
IS - CeA
GBF_M00633 3.0577e-03 CAGCCACA
NACCCCNA
A=AV N
Dde_ M00304 3.2643¢-03 TETGECTE—~ ‘
———GGCTGAGC C A C
MS ME ey

wwwwwww

AGAGAGAGA “TCTCTETCT

mmmmmmmmmmm
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Stamp Results 04/30/14

forward reverse compliment
Name E value Alignment Motif
TCTCTCTCT- .
GAGA_MO00723  2.4246e-08 TYNCROTOWS s A C A
CT‘fc AA =N
AGAGAGAGA )
SMAD3_MO00701  1.1231e-04 s 5 T T CT
TEILT M0ooM6
TFIL-L_M00706  4.7197¢-04 TCICICICT A
CCTMCNTC-
. =TT
Retroviral M00212 5.8363¢-04 “AGAGAGAGA=—————~
NAGNRRRRRGNTTTATT A C
ARF_M00438 2.5373¢-03 AGAGAGAGA TT TC C
—GAGACAA- T
~AGAGAGAGA———— 5
ISGF-3_M00258  4.2887¢-03 NCAAATOARACT ; A Tﬂ ) T TC ]
R ! o= CTc
AGAGAGAGA .
Sry-beta_M00666  4.6982¢-03 e ; CATCTCT
Lo A
N MAZ M00g49
MAZ MO00649  5.9581e-03 TCICICICT
—CCCTCCC-
IS B e ==
IRF_MO00972 6.0867¢-03 ~TCICTICICT 5 A AAA
NTTTCWNTTT
AhR_MO00139 7.9551e-03 TCICTCTCT -~
TSTCACGCNASNYNGRG CCC ACA
_ Z2eT

MED_rev

h CTTTCTC ‘GAGARAC
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
GAGAAAG ,
PU.1_MO00658  1.2666¢-06 s : A “
CcA
BPCI_MO1126  6.7139¢-06 CTTICTIC
NTTTC—-— A
: A MooL T
dl_M00120 4.0734¢-05 ~--CITIcIC
NGNTTTTCYC A C
‘I——TA
GAGAAAG—
GCR1_MO00046  5.3099¢-05 R CTTCC To
A
———————— CTTTCTC- |
HSF1_MO01023  1.2703¢-04 eTRCARITTCTIY : TTCT " T CTC
Ll¥eaiida 1VoTs
BLIMP1_MO01066 2.8271e-04 _-crTIcIc—--
YMCTTTCMCTTYC A A
. CTTTCTC-
Rim101p_MO01030 3.0992¢-04 ; C A
—TTNCTTG
ARU_Aa
EIf-1. MO0M46
Elf-1 M0O0746  4.5791e-04 ~CITICTC ——
AYTTCCTCTTN A T
mTTA A2
ISGF-3_M00258  4.7677e-04 GAGARAG——————~ Tﬂc
GNGAAANWGAAACT
AC cTC
ARF _M00438  4.8424e-04 GAGARAG TT TC C
GAGACAA T
M11 Mil MII _rev

nnnnnnn

TOT-CCTCT “ACAGC2ACA

mmmmmmmmmmm
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Name

PU.1_MO00658

Elf-1_MO00746

GCR1_MO00046

Ets_M00971

PEA3_MO00655

c-Ets-1_MO00743

GCR1_MO00337

c-Ets-2_MO00340

Tel-2_MO00678

Nrf-2_MO00108

forward

E value

1.0558e-09

2.1188e-08

2.9617e-07

2.2756e-06

8.1174e-06

1.3805e-05

1.6420e-05

2.8194e-05

6.1347e-05

1.0671e-04

Stamp Results

reverse compliment

Alignment

AGAGGAAGA
—GAGGAAG—

TCTTCCTCT——
AYTTCCTCTTN

AGAGGAAGA
—GWGGAAGC

AGAGGAAGA
—-NAGGAAG—

AGAGGAAGA
——MGGAWG—

TCTTCCTCT
GCTTCCK——

———AGAGGAAGA-
AAWAGTGGAAGCC

————TCTTCCTCT
ANNNACTTCCTGY

AGAGGAAGA-
—CAGGAAGTA

—-TCTTCCTCT
SNCTTCCGG—

04/30/14

Motif

PUL_M00533

Qs

X1 MOOT46

4A A AAAL

GCRL MO

L1100x

Ets_MO0S7L

EQTTCCT

PEA3_MOGES

ot

cEts-|_MOOT3

ohaGe

GCRL M0033?

' TTCCTQIAIT

cEts2 MOOM0

%ACA AAAcgzl

Td-3 M8

TICTTCEr

Nef-2_M00108

M18

MI§

MI8_rev

CAGAGEAG -CT.CCTeT

nnnnnnn

0 o

nnnnnnnnn
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Name

PU.1_M00658

Elf-1_MO00746

GCR1_MO00046

Ets_MO00971

XPF-1_M00684

PEA3_MO00655

GCR1_MO00337

c-Ets-1_MO00743

c-Ets-2_MO00340

TFII-I_MO00706

Stamp Results

forward

E value

2.0225e-08

2.4422e-07

3.1835e-06

2.2098e-05

4.6370e-05

8.0502e-05

1.0455e-04

1.1115e-04

1.7024e-04

3.2570e-04

reverse compliment

Alignment

CTINCCICIG
CTTCCTC—-

—CTNCCTCTG—
AYTTCCTCTTN

—CTNCCTCTG
GCTTCCWC—-

CAGAGGNAG
——NAGGAAG

CTINCCICIG
GKTSNYCNG

CAGAGGNAG
—-——MGGAWG

——CAGAGGNAG—-
AAWAGTGGAAGCC

—CTNCCTCTG
GCTTCCK——-

————— CINCCICIG
ANNNACTTCCTGY -

—CTNCCTCTG
CCTMCNTC—-

04/30/14

Motif

PUL_M00533

Qs

X1 MOOT46

iéA A AAAL

GCRL MO

L1100k

Ets_MO0S7L

EQTTCCT

XPE-1_M00G34

£ on clec

N TACC

DPEA3_MOKSE

T

GCRL M0033?

' TTCCTQIAIT

cEts-L MOOT43

%,\ I\I\ C

K=" T O

eBts: MOS0

%ACA AAAcgzl

. TEILL MG

w

. o ol |

M29

]

CCTCTCC

M2 rev

b3

9

5} A A
LAl o o T 0 °
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Name

NRSE_MO00325

Stamp Results

forward reverse compliment
E value Alignment
1.2900e-04 —oocercrcem e

GGCRCTCTCCGNGGTGCTGA

%‘TQA oy ks

04/30/14

Motif

25
. NRSE_MO03

TCC

s
. UFLH3BETA_MO01068

~CCTCTCC————- .
UFIH3BETA_MO01068 1.3968-04 e otoeme ; T;':- A 9
. TA
N MAZ M00g49
~GGAGAGG .
MAZ._ M00649 1.6991e-04 i :
- e = ==
~GGAGAGG-—— .
ZNF219 MO01122 7.5143e-04 CCONGEGOGEN : C CCC
- Py _v-4
————CCTCTCC .
EIf-1_MO00746 1.6053¢-03 AV TTeCTOTIN B A .
— TAL AA
CCTCTCC——— )
Lyf-1_MO00141 1.8218¢-03  ercoona TI A A
e N
BLIMPI_MO01066  1.9349¢-03 ~cercTcc -~
YMCTTTCMCTTYC A A
VAA‘: T TIT.:
. NFAappab 102
NF-kappaB_M00208  2.5053¢-03 ~ccrerce
GGGAYTTTCCN c TT
N xlCcCcVYva
Tra-1_MO01048 2.8842¢-03 ~CcIcTee
ACCWCCC- T
R A L e
Sp3_MO00665 2.9186e-03 —cerercem—
CCCYSCCCAAGKS 1T R
SR A=ACT letac
M39 M¥ M3 rev

b3

CCCTCT<C
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
——~GSAGAGGG-- .
UFIH3BETA_MO01068 1.8340e-05 oo i A 9
,TC TA
~GSAGAGGG—- .
ZNF219 M01122 2.1811e-05 CCONGERECEN s C CCC
- G,
N MAZ M00g49
CCCTCTSC .
MAZ._ M00649 2.6267-05 cooToons :
TCC Z =N
TAL1_M00993 5.6918¢-05 ~GSAGAGGE CCA CT
RNCAGNTGG
COUPTE M01036  1.1905¢-04 ~CSAGAGEG-——— -
NKNNRNGKNNAAAGGTCANNNN AC TT c
U =4 CcAA ¥ G X C
~GSAGAGGG w
Sp1_M00933 5.8623¢-04 R EQCC CCC
VoUWV
Sp3_M00665 9.5016e-04 ceCIcIsc———-
CCCYSCCCAAGKS c
SEA=~CT sABLe
N GAGA_MO0T23
GAGA_MO00723 1.3647¢-03 ~—~CCCICTSC
TYNCKCTCWS— C A
Cch AA_f
NRSE_M00325 2.5161e-03 ~oCeCICISCommm e 5
GGCRCTCTCCGNGGTGCTGA C
N ATTVX TCCTTA
Eve_ M00629 2.9106¢-03 GSAGACGG- c C
GCNGNSSWN
_:TC = AT
M46 N6 rev

CTGGAGA TCTCCA(
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Name

BRK_MO01096

XPF-1_M00684

Barbie_ M00238

forward

E value

8.3786e-05

1.8966e-04

7.1460e-04

NF-kappaB_M00208 1.7980e-03

Lyf-1_MO00141

Olf-1_M00261

Pax-6_MO00979

RP58_M00532

HP1_MO00725

NF-AT_MO00935

1.8218e-03

2.1072e-03

2.1150e-03

2.2228e-03

2.6314e-03

3.0899¢e-03

Stamp Results

reverse compliment

Alignment

CTGGAGA
NTGGCG—

——TCTCCAG
GKTSNYCNG

TCTCCAG-—————-
CMNNCNSCTTTNNN

CTGGAGA—————
—-NGGAAARTCCC

TCTCCAG-
YCTCCCAA

NCMNNYTCCCNRGGGANTNGN

——TCTCCAG———-
KAGTTCCAGGTCA

TCTCCAG——————
——TCCAGATGTTIN

CTGGAGA———-—
CTGTTGAAWAT

———TCTCCAG
NWNTTTCCW-

04/30/14

Motif

BRE_MOL096

c000A.

XPE1_M00G34

£.n clec

TACC

Barhie MOO238

-

=== AT = M=

. NF-kapaB MO0

R

Lyt M00141

== L PP

OAf-1Mo0261

EcAAC (4; Aex T

2AAVGAS Ga
Pax-6 MM

et aler

RPS3 M00s3

%J\A Tc Ga

HPI_MOTE

gATATTCAAC

AT =CAl

NF-AT_M00933

&

MS3

ME2 rev

CTCTOCe
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Stamp Results 04/30/14

forward reverse compliment
Name E value Alignment Motif
cTcTCCC .
MAZ. M00649 1.2667¢-07 CooTooG ;
W e =Vl
CTCTCCC-- )
Lyf-1_M00141 5.1614e-06 Coroconn TI A A
K o= e =N
Nif:2 Mo0108
CTCTCCC——
Nrf-2_ M00108 3.2163e-05 roroon
————CTCTCCC——m—————— w
NRSE_MO00325 1.2900e-04 CECROTOTCCONGGTCOTCA ETC CAC “CC
N ZTT¥V 1T CeTIA
~—CTCTCCC———- .
UFIH3BETA_MO01068 1.3968¢-04 ceTentoeme BT A Q
,TC TA
BLIMPI_MO01066  4.0728¢-04 _-crerecem -
YMCTTTCMCTTYC A A
VAAQ T TET.z
ISGF-3_M00258 47677e-04 GECAGAG——————~ A T T
GNGAAANWGAAACT
R 2cl | eT=C
N Tra-1_ Mo1043
Tra-1_MO01048 5.1032e-04 GECAGAG
GGGWGGT T
ZNF219 MO1122  7.5710e-04 GECAGAG———— 5
GGGNGGGGGGN CCC
o~ P
TFILL M00706 1.0160e-03 crerece—- A
—CCTMCNTC
uG

M _rev

M59 : M3 :
TCTCCCx: '~ GLGAGA

o
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
TCTCCCY- N
TFII-I_MO00706 4.2388e-06 COTMCONTC H A A
. =7 I
TCTCCCY— 5
Lyf-1_MO00141 5.1614e-06 YOTCCCAR H TI A A
K o= e =N
N MAZ M00g49
~TCTCCCY N
MAZ_M00649 6.1607¢e-05 e H
- e = ==
———TCTCCCY- .
SREBP_MO00776 9.0026e-05 NNNTOACCOYA s T C cbe
- éc 2 T
VDR_MO00444 12148¢-04  ___~ RECGAGA
GGKNARNRRGGWSA T ..
mAT :é.: éAATlgé
————RGGGAGA- 5
MZF1_MO00084 1.7853e-04 NNNGAGGGGNAR H A A
Vz_e:T =T Té
Tra-1_MO01048 5.1032e-04 RECGAGA~
~GGGWGGT T
: SREBP-1 Mo0221L
SREBP-1_M00221  5.1591e-04 ~“RGGGAGA- ccc
GTGGGGTGAT A
. —-TCTCCCY 5
CAC-binding_MO00720 5.6444e-04 CCCASCOY H A T
CA c
EBF_MO00977 6.6977¢-04 REGGAGA
NCYCWRGGGA-— A
CAAA =
M23 MR M2 rev

AacCrCTes cCAGaCerT

nnnnnnn

mmmmmmmmmmm
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Name

HSF_MO00641

RP58_M00532

Eve_M00629

AP-4_MO00005

Nkx2-2_MO00485

TBX5_M01044

Gfilb_MO01058

Dde_M00304

Sry-beta_M00666

forward

E value

6.6151e-07

2.1054e-05

9.2971e-05

5.9054e-04

1.4924e-03

1.9225e-03

2.7868e-03

3.8073e-03

5.6314e-03

PTF1-beta_MO00657 6.4293e-03

Stamp Results

reverse compliment

Alignment

——AAGCTCTGG—
GAARCYNCKNGA

—CCAGAGCTT-
TCCAGATGTTIN

AAGCTCTGG
NWSSNCNGC

————CCAGAGCTT———-
MNGNCNNCAGCTGNNNN

AAGCTCTGG
AASYACTTA

CCAGAGCTT
TCACACCTT

—CCAGAGCTT-
WGCMGTGATTT

—-CCAGAGCTT
GGCTGAGC—-

CCAGAGCTT-
—-—AGWGATGC

CCAGAGCTT———-—
SCTGWNNKTTTCY

T T
TCACACCT

04/30/14

Motif

HSF 00641

CQé AA I c

RPS3_M0053

- AT

= i B

N Ere M00G20

" ae 0

=V=T.

N AP-4_MO000S

i e

TREAK CSAVLA_

Kz 3
. k-2 W00

TBXS_WOLOH

=

Gfilb_Mo1g33

AAA ACT_ZL%

Dde MOOXM

c|CaCe

mAﬁf >

Sey-heta_MO0G5

,TA A

! 5
N PTFL.beta MOOGS7

’ AAAAccT A

VA Cs=Aa AC

M37

MY

MY rev

0CCACAC (CLTC
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forward
Name E value
Olf-1_M00261 2.4985e-05
EBF_MO00977 1.9689¢-04
Eve_M00629 2.3116e-04

CACCC-binding_M00721 4.9581e-04

AP-2alpha_M00469 1.1481e-03
AP-2_MO00800 1.9182e-03
HSF_MO00641 1.9593e-03
STAT_MO0777 2.0763e-03
CDC5_MO00361 2.5480e-03
LUN-1_MO00480 3.0298e-03

Stamp Results

reverse compliment

Alignment

NCMNNYTCCCNRGGGANTNGN

GCYCTGGG——
NCYCWRGGGA

CCCAGRGC—-—
—GCNGNSSWN

————— CCCAGRGC—--
CCNCACCCWNNKGNT

GCYCTGGG
SCNNNNGG

—-CCCAGRGC——————
SCSSCRGGCNRNRNN

————GCYCTGGG
GAARCYNCKNGA

—CCCAGRGC———
TCCNAGAANNNN

-GCYCTGGG—-
NSCGCTGAGS

~CCCAGRGC--———-——
TCCCAAAGTAGCTGGG

A e TUMTL

bits

04/30/14

Motif

Of-1.M00261

3
e c° Aer T

=AATXE TIaAAVGas _ca

. EBF 00977

TT
. ccCAAA A

N Ere M00G20

L CCTC

CACCC-binding MOOF

r-N

. AP-2alpha_ MOM69

HSF 00641

%‘7 A TT
IV¥CcVAAVC

STAT MOOTTY

_ T L.2A

- _
CDC3_Mo03L

CToheee.

= &

v

LUN-1.M00480

(AT

M

h CCTCT

M4 rev

CAGAGC
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
GGCTCTG-————————————~— .
NRSF_M00256 1.3233e-05 GSYGCTGTCCGTGGTGCTGA TM CACCAC ACAC c
<Y IWYEX V] [VAZEX
CAGAGCC N
LF-A1_MO00646  1.5442¢-05 TGRSO : TC A
WXEZAVVTA
Ere Y0629
~CAGAGCC— .
Eve_MO00629 6.6369¢-05 CeNONS S 3 c C
_:TC AT
GGCTCTG—————
ZID_MO00085 1.2909e-04 Ty ATCAYC T ATC
——CAGAGCC
Dde_M00304  4.7473¢-04 orenco. TCA CC
--—-GGCTCTG—- .
HSF_MO00641 2.8999¢-03 CARBCYNCKNGA o | VR TT
1V¥&c A C
GAGA_MO00723  3.3196e-03 ——~GGCICIG
TYNCKCTCWS C A
CTfG AA_
CDC3 Moo36L
CDC5_M00361  3.8697¢-03 ~—~~CAGAGCC CTcA c
NSCGCTGAGS— C
XPF-1_M00684  4.3285¢-03 ~~GGCICIG A C
GKTSNYCNG A
. AT AC
ANT _M00501  4.5321e-03 ~CAGAGCC———— w
ACANWTCCCRAKG A T C
M45 M4E rev

3
) M4E

9

5 }CA A
L o o T [ ° N

CoCTCT:
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Name

GAGA_MO00723

Olf-1_M00261

Sry-beta_M00666

NRSE_MO00325

SMAD3_MO00701

MAZ_M00649

VDR,_MO00966

Mat1-Mc_MO00275

COUPTF_MO01036

LEF1_MO00805

forward

E value

2.4747e-05

3.8182e-04

1.4639e-03

1.7198e-03

2.4662e-03

3.5098e-03

5.0664¢e-03

5.2375e-03

6.3449¢-03

6.6593e-03

Stamp Results

reverse compliment

Alignment

———CTCTCTG
TYNCKCTCWS

NCNANTCCCYNGGGARNNKGN

CAGAGAG——
—AGWGATGC

————CTCTCTG-————————
GGCRCTCTCCGNGGTGCTGA

CAGAGAG——
—AGNCAGAC

CICICIG
CCCTCCC

ANNNGGKTCANNARGKNCAY

--—CTCTCTG-———-—-
GRYNTCTTTGTTNNKYN

————————————— CTCTCTG--
NNNNTGACCTTTNNMCNYNNMN

CTICTICTIG
-—CTTTG

%kcm

04/30/14

Motif

9,
. GAGA_M00T23

He C
‘31HJA VAR = A¥A

. Of-1.Mo0261

-
IAE &: A T

TIaAAVGas _ca
Sryheta M6

k(T

il

TCCcTIA

N ZIT¥x

SMAD M00701

iATCT CT

MAZ_M00649

VDR, MOOO66

iAT _é 11 [GA

cC_—|cc TTC*

LEEE

N Matl-Me Mo02%5

>
AC T TI

JSTEC

COUPTF_ MW

>

C e

Liea AAC
= == Ce2

. LEF1_M00%03

P
5"

s

M47

M7

CTCT

47 rev

CAGAGaa
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Name

STE11_MO1005

Alx-4_MO00619

Olf-1_M00261

STE11_MO00274

PR,_MO00960

GATA-1_M00346

GAGA_MO00723

Sry-beta_MO00666

Elf-1_MO00746

Mat1-Mc_MO00275

forward

E value

1.0035e-04

1.5961e-04

2.9344e-04

4.9559¢e-04

5.1212e-04

5.5666e-04

5.8413e-04

1.4865e-03

1.9245e-03

2.1554e-03

Stamp Results

reverse compliment

Alignment

—-TTCTCTG———
TTTCTTTGTTC

————— TTCICIG
GATTATTCTCAG

NCMNNYTCCCNRGGGANTNGN

——————— CAGAGAA—--
WNNNNAACAAAGAAANW

———TTCTCTG
NTGTYCNNW-

-—-TTCTCTG
NNTTATCNN

—-——TTCTCTG
TYNCKCTCWS

CAGAGAA——
—AGWGATGC

-———TTCTCTG—
AYTTCCTCTTN

——————— CAGAGAA—--
NRMNNAACAAAGANRYC

(T

P
Fi

04/30/14

Motif

STEL1_MO1003

MG

Al 00619

< >

Of-1 Mo026L

lCC

m:AIAE T=AA écfc.é—
[

g Il

. J(1ACA

STELLMO024

PR, M00360

. GATA-1 M003%

3
t=. l\ ‘hAcag
SA p=Z-\

)
N GAGA_MO0TS3

C
C>rﬁz; VAR =22
Sry-heta_M00G66

k(T

EX.1 MO0

%,'ArégA AAAL

Matl-Me MO0

Mé61

M6l

CCACAGCs

M61_rev

2LCTCTH
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Name

HSF_MO00641

Elf-1_M00746

XPF-1_M00684

RP58_M00532

EBF_MO00977

PU.1_M00658

Olf-1_M00261

Nrf-2_M00108

ANT_MO00501

DEAF1_MO01001

Stamp Results 04/30/14

forward reverse compliment
E value Alignment Motif
» 'HSF_ 300641
———TCCTCTGG—
3.3803e-06 3
GAARCYNCKNGA cAlla T
LN WFCU=2ATC
. Eif-1_M00T46
—-——TCCTCTGG
9.6924e-05 3
AYTTCCTCTTN A T
— TAL Aa
N XPE-1_M0oG34
——TCCTCTGG
1.6852¢-04 H
6852¢-0 GKTSNYCNG- AC
N A—.— AC
RPS3 V00532
——TCCTCTGG—
2.2357e-04 3
NAACATCTGGA A
EBF X077
——CCAGAGGA
4.4489¢-04 3
NCYCWRGGGA A
CAAA
PT.L_M00633
CCAGAGGA——
6.7475e-04
———GAGGAAG
CCA
Olf-1 Mod261
————— TCCTCTGG-——————~—
2.1275e-03 i
NCMNNYTCCCNRGGGANTNGN A Aor T
AR | YWY ToAANCAS Ca.
N N2 00108
-TCCTCT
2.2405¢-03 CcoTeres
SNCTTCCGG C
E=-N =
. ANT_M0030L
TCCTCTGG——————
4.9673e-03 3
—CMTYGGGAWNTGT -|- C
o DEAF1_M01001
—————————————— CCAGAGGA--
5.7317e-03
NNNNNNCGGAAAYNCCCGARNNNG C Tc
QS TCTAw—cTAccC

M66

CTCTGAC

M66_rev

+CTCACA(
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Name

CDC5_MO00361

Dde_M00304

Alx-4_MO00619

AP-1_MO00173

STAT_MO0777

TCF-4_M00671

NRSE_MO00325

MAF_MO00983

NF-E2_MO00037

dTCF_M00362

forward

E value

5.5766e-05

1.8750e-04

3.2659¢-04

5.9898e-04

1.1578e-03

1.2890e-03

1.9504e-03

4.7152e-03

4.9564¢e-03

5.4375e-03

Stamp Results

reverse compliment

Alignment

——CTCTGAGM
NSCGCTGAGS

CTCTGAGM
GGCTGAGC

—————— KCTCAGAG
GATTATTCTCAG—-

CTICTGAGM———
—WNKNAGTCAN

KCTCAGAG————
TCCNAGAANNNN

KCTCAGAG
-WTCAAAG

GGCRCTCTCCGNGGTGCTGA

———KCTCAGAG
NTGACTCANC-

———KCTCAGAG
RTGACTCAGC—

CTCTGAGM—-
CTTTGATCTT

% TCA ol

Gl GATOL

P
5"

04/30/14

Motif

CDC3_Mo0%L

cTcA (6.

Dde_MOON

o|CalCe

Al M0og19

mAﬁ—

{THATAT

AP1MO0LT3

= ACT-éx

o e — .

STAT M0O77?

y = T ITLE

TCP-4 MOl

(Tl

335
N NRSE_Mo03

il

ZITYVEV I FCeTIA

N MaF Mows}

OGO

LB

=

E 1
. NEE2_MOWY

e %

. dTCP_ W00 X ’61

s

M31

M3

AGAGCA(

M31_rev

CTCCTCT
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forward

Name E value

HSF_MO00167 1.6673e-04

HSF_MO00170 1.6673e-04

LMAF_MO01139  1.9491e-04

Pax-1_MO00326 2.1259¢e-04

AR_M00962 2.9727e-04

GR_M00921 7.0967e-04

TAL1_MO00993 1.2297e-03

KAISO_MO01119  1.2495e-03

c-Myc_MO1145  2.1149e-03

HEB_MO00698 2.2929e-03

Stamp Results

reverse compliment

Alignment

~——CTGCTCT-———
NTTCNNTTCNNTTC

~——CTGCTCT-———
NTTCNNTTCNNGAA

CTGCICT-
CTGCTGAS

—————— AGAGCAG———-
ATATCTAGAGCGGAACG

——CTGCTCT
NNNTGCTC-

AGAGCAG
AGNACAN

AGAGCAG———-—
——RNCAGNTGG

——CTGCTCT
TCCTGCNAN

————— CTGCTCT
ACCACGTGCTC—-

AGAGCAG—
—CAGCWGG

04/30/14

Motif

HSF 00167

LMaF Moi1%

ig,CA CA

Pax-1_M003X%

>

<D
i

<>

—i
.4

-
KAIS0 MoL11S

*dmI(LA-

e Mye MOLIS

AQCA cle

HEB M0063

(G CT

. AGCTCCT

4D rev

AGCAGCT
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
AGCAGCT
LBP-1_M00644 2.0512e-08 SCAGCN
_I_
AGCAGCT——
TAL1_MO00993 4.6591e-08 RNCAGNTGG cc A CT
AP4 Mog2?
AP-4 M00927  6.1530¢-07 ~AGCTGCT ‘
NCAGCTGY- £§ (: e
) AGCAGCT- .
myogenin_MO00712 2.2484e-06 CNCAGSTG O C A T
E=3 <
———————— AGCTGCT——————
HENI_M00068  2.8573¢-05 NNGGNCNCAGCTGNGNCCNNN ‘ C ¢ CC
y==2r A_WIRA|VET TYS,
I HINI_MOO?
—————— AGCAGCT————————
HENI_MO0058  3.4193¢-05 NNNGGNCGCAGCTGCGNCCNN ‘ ¢ c CC
3 = A=Vl =S glv1¢g<
——————————————— AGCTGCT-—— )
FACB_M00389 1.1943¢-04 ANNNGCNRNGMNAAAMNCTGCNNNN i T A'ﬂﬂ Cﬁ J
Laxk WAL CAAET A= TZINEE A
N LUN-1 MO8
LUN-1_M00480 1363904 AGCAGCT——- c AC '|'
TCCCAAAGTAGCTGGG
LMAF_MO1139  1.9491e-04 AGCTCCT——- 5 CA CA
——CTGCTGAS
mg‘c;
~AGCTGCT X
HEB_MO00698 2.0498e-04 CAGCHGG- 3 CCA CT
M33 MR MM ey

TECTET.

CACAGCA
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Name

Nrf-2_M00821

forward

E value

1.8411e-05

TCF11-MafG_M00284 8.2461e-05

Stamp Results

reverse compliment

Alignment

————— CACAGCA
NNTGACTCAGCA

NNNNATGACNCAGCANNTNNG

04/30/14

Motif

Nef-2_M00821

[
Ha

CIGRY

L:

TCFLL-MafG_MOMS4

LMaF Moi1%

b2
'
mACA

—-TGCTGTG
LMAF_MO1139 1.8001e-04 rcomons
———TGCTGTG-———————
v-Maf_MO00035 3.6175e-04 T OO T CAGCANN ‘ . C'|' Ac .
- EXIV.VE . Tlgéxfég
FACI1_MO00456 4.0909¢-04 ;&&Egi;ig;&
:gégrégAQ%: 2
————— CACAGCA-———-—
AP-4_M00005 7.0518¢-04 i . 'I'T c
CACAGCA w
CACD_MO1113 9.5750e-04 g EQACAC C
TGIF MoodL3 o
TGIF_MO00418 1.0295¢-03 TECIGIC-——— 5 CA
—GCTGTCANNW
QT
bZIP910_M00357  1.1013e-03 ~CACAGCA-- w C
ACGTCAGCAYS
Dde_ M00304 1.5949¢-03 ~CACACGCA
GCTCAGCC (: l\ (:
M36 M rev

C<CTCOTG “CAGCAG
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forward

Name E value

HEB_MO00698 4.0040e-07
LMAF_MO01139 1.4112e-06
Eve_MO00629 1.0464e-04
KAISO_MO01119 3.0617e-04
HEN1_MO00068 4.6530e-04
TAL1_MO00993 9.3674e-04
GATA-4_M00632 1.2341e-03
Bel-1_MO00312 1.6172e-03

Stamp Results

reverse compliment

Alignment

CYCTGCTG
—CCWGCTG

CYCTGCTG——
——CTGCTGAS

———CYCTGCTG
NWSSNCNGC——

CYCTGCTG—
TCCTGCNAN

NNGGNCNCAGCTGNGNCCNNN

CAGCAGRG——
—RNCAGNTGG

——CAGCAGRG-
GATANMAGRSA

——————————————————— CAGCAGRG
KNGRNAGTNMNCKCWGYRTCAGCAGNT

f
i u

04/30/14

Motif

. HEB_M006s3

0CCT

. LMAF_ Mo1L®

T0ACA:

I
N Ere M00G20

0

=T

chC

=y

KAISO_MOL119

LA

HENL_M000S8

" CN ot Bt

TALL M09}

ECCA H[Ek:

GATA4 MOOG32

i
K IaA—é%A égA

N Be-1 MOOXL2

%‘Mz i Al 8

BRCA1-USF2_M0L082

BRCA1-USF2_MO01082 1.9754¢-03 CAGCAGRG TT
CAACNNN-
12
AP-4_M00927 2.3836¢-03 ~CAGCAGRG
RCAGCTGN- é; C
M62 M62 M62_rev

oTeeT

CCA-CA<

56



Name

LMAF_MO01139

HEB_MO00698

ACAAT_MO00309

AP-4_MO00176

TAL1_MO00993

forward

E value

3.0422e-06

1.8223e-05

2.8891e-05

9.4103e-05

3.7920e-04

CAC-binding_MO00720 5.2635e-04

myogenin_MO00712

Bel-1_M00312

AP-4_M00927

LBP-1_M00644

8.8394e-04

9.5757e-04

1.7070e-03

2.1058e-03

Stamp Results

reverse compliment

Alignment

CTGSTGG—
CTGCTGAS

CTGSTGG
CAGCWGG

CCASCAG—
CCACCAAT

—CCASCAG—
NNCAGCTGN

——CTGSTGG
RNCAGNTGG

—CCASCAG
CCCASCCY

CCASCAG-
—CASCTGN

—————————————————— CCASCAG--
KNGRNAGTNMNCKCWGYRTCAGCAGNT

CCASCAG—
RCAGCTGN

CCASCAG
SCAGCN-

(T

bits

5 (:é;

04/30/14

Motif

LMAF_ Mo1L®

TOACA:

HEB_M006s3

ACAAT MI0XY

L av=gy |

<

AP4 MNLTE

e

TALL V%3

(0T 2

CAC-binding MOOT20

-

VTCA

myogeuin MI7L2

Ol T6

Be-1 MOOXL2

Ty

AP M92?

A0

= B e

LBP.1_M0b6d4

= = =

Me60

+0CACT(

MD_rev

CAGCTGC,
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forward

Name E value

HEB_MO00698 1.2426e-10
AP-4 MO00176 6.6226e-09
TAL1_MO00993 1.0818e-07
RP58_MO00532 6.3502e-07
AP-4_MO00927 1.9637e-06
LBP-1_MO00644 3.1650e-06

myogenin_MO00712 4.3111e-06

AP-4_MO00175 9.7933e-06
AP-4_MO00005 1.4550e-05
HEN1_MO00068 9.2487e-05

Stamp Results

reverse compliment

Alignment

CAGCTGGM
CAGCWGG—

KCCAGCTG—
NNCAGCTGN

——CAGCTGGM
RNCAGNTGG-

———CAGCTGGM
NAACATCTGGA

KCCAGCTG—
—RCAGCTGN

KCCAGCTG
—-SCAGCN-

KCCAGCTG—
——CASCTGN

KCCAGCTG—
NNCAGCTGN

——————— CAGCTGGM--
MNGNCNNCAGCTGNNNN

NNNGGNCNCAGCTGNGNCCNN

04/30/14

Motif

HEB_M006s3

(G CT

AP4_MO0LTE

e,

TALL M3

(OALT:

RPS3_M0053

%J\A ATC Ga

AP4_M00927

CA

LBP.1_M0b6d4

0

myogeuin MI7L2

=
%F A
= R ‘

AP MOOLTE

e

AP4_MO000S

AT G
mgéég A il X T

HENL_MO0068

M oo

M2 rev

v TOTCTETETGT: -CACACACACACH

mmmmmmmmm

nnnnnnnnnnnnnnn
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Name

HFH4_M00742

RAP1_MO00213

Egr-3_MO00245

Egr-1_M00243

Egr-2_MO00246

CACD_MO01113

NGFI-C_M00244

GBF_MO00633

Hmx3_M00433

FOXP1_MO00987

forward

E value

3.4597e-06

1.1714e-05

7.8585e-05

1.0858e-04

1.9169e-04

1.9889¢e-04

2.2546e-04

1.5577e-03

1.6752e-03

1.9878e-03

Stamp Results

reverse compliment

Alignment

TGTGTGTGTGTG
WKTGTTTGTTTA

——TGTGTGTGTGTG
NRTGTATGGGTKY—-

CACACACACACA
—ACGCCCACGCA

TGTGTGTGTGTG
TGCGTGGGCGK-

TGTGTGTGTGTG
TGCGTGGGCGK-

TGTGTGTGTGTG
-GGGYGTG————

CACACACACACA
—CCRCCCACGCA

TGTGTGTGTGTG
TNGGGGTN————

CACACACACACA
CACGCACTT——-

————TGTGTGTGTGTG——-
TATTTGTGTTGTTTTTTAT

oo leiuClr

04/30/14

Motif

HEHA_M00742

iXI;ATTTAITTA

RAPLMOO213

%ééA AIACAzg

. Eard M5

[===A i

. Er-1M00283

%;I,,QT CIT

Egr-1_ MO0

NGFI.C_ MI0M4

lﬁ TA % T

N GBE _M00633

f
i

A L =
Huxh V0043

MGTeelT:

FOXPI_MI0S?

T

M51

MEL_rev

CCACACCC ‘aTET!

- N
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forward
Name E value
CACD_MO01113 2.1371e-10

CACCC-bindingM00721 1.2121e-09

TBX5_M01044 4.8477e-06
Alfin1_MO00479 5.6578e-06
GBF_MO00633 7.5091e-06
KROX_MO00982 2.9149e-05
Sp1_MO00931 1.4327e-04
RREB-1_MO00257 1.4521e-04

CAC-binding_M00720  1.9046e-04

UFIH3BETA_MO01068  1.9896e-04

Stamp Results

reverse compliment

Alignment

GGGTGTGG
GGGYGTG—

CCACACCC———————
CCNCACCCWNNKGNT

-GGGTGTGG
AAGGTGTGA

~——CCACACCC———
MNNCCCCACNYNYN

CCACACCC-
—NACCCCNA

————CCACACCC—
CCGCCCCCNCNNC

—CCACACCC
NCCCCGCCC

————GGGTGTGG—
GGGGTGGTTTGGG

CCACACCC—
—-CCCASCCY

—-CCACACCC————
GCCCCTCCCCCRC

‘Ao TN

TOCAL

04/30/14

Motif

CACD_ MOIL13

QACACCC

CACCCbinding MO0721

2AC
TS MILGH

Alfinl_MOM7Y
A A
AG=C= Fax T
3
» GBE_M00633
I =AU =

KROX_M0o0982

%‘CC* cg C_C

SpL_ W93

[ e ————

RREB-L M0027

(b,

CAC-binding MOUT20

Hy A T

m—I—C:A L &=

UFLH3BETA_Mo01068

“SEVAAGING

ML

ML_ree

" WA T

mmmmmmmmmmmmmmmmm

mmmmmmmmmmmmmmmmmmmmmmm

______________
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Name

FOXP1_MO00987

HSF_MO00163

STE11_MO00274

BR-C_M00092

STE11_MO01005

forward

E value

2.4128e-08

4.2848e-08

7.0725e-08

1.5064e-07

5.6586e-07

MCMI1+SFF_MO01051 6.3557e-07

BR-C_M00094

XFD-3_M00269

HSF_MO00167

Rim101p_MO01030

6.0444e-05

6.3144e-05

2.1274e-04

2.2806e-04

Stamp Results

reverse compliment

Alignment

AAAGAAAAAAAAAAAAAAAA
—-ATAAAAAACAACACAAATA

TTTTTTTTTTTTTTTTICTTT
———NTTCINTTCINTTC——-

AAAGAAAAAAAAAAAAAAAA-
————WNNNNAACAAAGAAANW

AAAGAAAAAAAAAAAAAAAA
————RANAAATAGNWNNNN-

TTTTTTTTTTTTTTTTCTTT
—————— TTTCTTTGTTC——-

TTTTTTTTTTTTTTTTCTTT———————
—TTRTTTANNTWTTNCCNNWTTNGGNA

TTTTTTTTTTTTTTTTCTTT
———————— TTWTSTTTAYWW

TTTTTTTTTTTTTTTTCTTT
—————— WKWTTGTTTACWN-

TTTTTTTTTTTTTTTTCTTT
———NTTCNNTTCNNTTC——-

TTTTTTTTTTTTTTTTCTTT
————————————— TTNCTTG

3 ICL_\A%A:A éM% dzc

P
Fi

04/30/14

Motif

FOXPIL_MOST

Mo

HSF 00163

i AAié Aﬁié AAﬁ

STELL MO0274

. MCML+SFE_MOL0ST
.

n—

L <

BR-C_ MO

TAAT cA4AA

AT ol §

XED-3 M00269

s AAAQ Bose

HSF 00167

Riml01p_M01030

ECAA Aa

M14

mmmmmmmmmmm

mmmmmmm

mmmmmmmmmmmmmmmmmm
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Name

STE11_MO01005

BR-C_MO0009%4

STE11_M00274

HSF_M00163

BR-C_M00092

FOXP1_MO00987

forward

E value

5.6541e-08

1.2533e-07

5.7107e-07

8.0991e-07

1.4611e-06

7.9865e-06

MCMI1+SFF_MO01051 9.8422¢-05

Cdx_M00991

Rim101p_MO01030

Lentiviral_MO00318

2.1682e-04

3.4742e-04

3.4882e-04

Stamp Results

reverse compliment

Alignment

TTTTTTTTTCTTTCTTTT
—————— TTTCTTTGTTC-

AAAAGAAAGAAAAAAAAA
—-WWRTAAASAWAA—————

———AAAAGAAAGAAAAAAAAA
WNNNNAACAAAGAAANW————

TTTTTTTTTCTTTCTTTT
-NTTCINTTCTINTTC——-

AAAAGAAAGAAAAAAAAA
RANAAATAGNWNNNN-—-

AAAAGAAAGAAAAAAAAA—
ATAAAAAACAACACAAATA

-—TTTTTTTTTCTTTCTTTT——————
TTRTTTANNTWTTNCCNNWTTNGGNA

TTTTTTTTTCTTTCTTTT—
——TTTATNNNTYTNNYNRT

TTTTTTTTTCTTTCTTTT

AAAAGAAAGAAAAAAAAA
-—AATAAAG--—-————-

‘oo THMeasll

M

04/30/14

Motif

STEL1_MO1003

MG

=

. BR-C_M00034

T
STELL MO0274

n—

8 = =k
= = ==
HSF Y0163

MAAk b

BR-C_M00092

TTT T

TTTTTW 1

MCML+SFE_MO10SI

CQ LR AM% AIAMCAA

Cabx_MOO%9L

S5 UL 5

FOXPI_MI0SY

i‘AC Aa AAA TAA AAA

chI =EFE=U 8T

N
» Riml01p_M01030

0alG_as

Lentsiral MOO3I3

AATAAAS

M20

M0

mmmmmmmmmmmmmmm

nnnnnnnnn
NNNNNNNNN

M2 rev

mmmmmmmmmmmmmmmmmmmmmmmm
———————————————
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forward

Name E value

FOXP1_MO00987 1.1102e-16

STE11_MO01005 1.0256e-07
STE11_M00274  1.6535e-07
HFH4_MO00742  1.2038e-06
BR-C_M0009%4 1.7376e-06

FOXD3_MO00130 1.8989¢e-06

FOX_MO00809 1.9459¢-06
HFH1_MO00129  1.9551e-06
AIRE_MO01000  2.0362e-06
BR-C_M00091 2.6742e-06

Stamp Results

reverse compliment

Alignment

AAAAAAAACAAAACAAAAAAAAAA
ATAAAAAACAACACAAATA-————

TTTTTTTTTTGTTTTGTTITITTITT
———TTTCTTTGITC-—————————

TTTTTTTTTTIGTITTITGTTITTITTITT
—————— WNTTTCTTTGTTNNNNW—

AAAAAAAACAAAACAAAAAAAAAA
_________ TAAACAAACAMW-——

TTTTTTTTTTIGTITTITGTTITTITTITT
——————————— TTWTSTTTAYWW—

TTTTTTTTTTGTTTTGTTTTTTTT
———————————— AWTGTTTNTTT-

AAAAAAAACAAAACAAAAAAAAAA
WAAAYAAACANT————————————

AAAAAAAACAAAACAAAAAAAAAA
~AWATAAACAWT-———————————

-TTTTTTTTTTGTTTTGTTTTTTTT
NTTATTAATTGGTTATATTGGKTN—-

—-AAAAAAAACAAAACAAAAAAAARAA

NNTNATARACAARWNNN-—-——————

T ML

04/30/14

Motif

FOXPIL_MOST

Ml

STEL1_MO1003

< ==k

Texl TAHIA

BR-C_M00034

%IéﬁT CAéAA

=3 ==l

FOXD3_Mo013)

AT TIAITT

FOX MO089

"2 |G TTATTTe

HH[I M1

— A
AIRE_MOI000

cod l==dat

BR-C_MO009L

Tl

77777 ATGx

MI6_rev

M16 TTTCTITCTTT AACAMGALA

mmmmmm

mmmmm

mmmmmmmmmmm
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
STE11_MO00274  4.8669-11 ~ " AAAGAAAGAAA—- TC
WNNNNAACAAAGAAANW '|'
2l
STE11_MO1005  6.0396e-11 TTICTITICTTT ACA A AAA
TTTCTTTGTTC
BR-C_MOWH
BR-C_M00094  6.1152¢-08 ;;igii;g;; TAAA ATA A
TAA CHRAA
AT b= e ol
HSF_MO00163 1.7056¢-06 ~ITTICTTICITT~ AA AA AAA
NTTCTNTTCTNTTC
—-AAAGAAAGAAA ,
HFH4_M00742 3.6404e-06 T AAACAAACAMI t ﬂ TTT A
AI
TTTCTTTCTTT ,
HFHI_MO00129  1.7339¢-05 ANTGTTTATHT ] ATT ﬂ ATTT
. TTTCTTTCTTT .
Rim101p_M01030 1.7912e-05 TNCTTG 3 CAA AA
_AA
Lentiviral M00313
.. AAAGAAAGAAA .
Lentiviral_MO00318 2.9807e-05 AATAAAG-——— H AA AAA
&
BR-C_M00092  3.6465¢-05 “ARAGAAAGAAA-——
RANAAATAGNWNNNN - TTT TT
m:$ké2-rc: =
Cdx_M00991 4.3941e-05 TTTCTTTICTTT ==~
TTTATNNNTYTNNYNRT C AA AAA TAA AAA

S=U=AT

S A T

mmmmmmmmmmmmmmmmmmmmmmmmmm
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
TTTTTTTGTTTGTTT - } -
HFH4 M00742  1.5711e-12 TTT
————WKTGTTTGTTTA T T
mAIQAA B
. . ﬁﬂllMﬁlﬂl’“
STE11_MO00274  2.1871e-12 ARRCAARCARRAARA-—
WNNNNAACAAAGAAANW '|' I
% b LN =z ==x,
i TOXD3 Moo13
2= --
FOXD3_MO00130 2.5347¢-10 o n o nARARR AT- T
TALA A»I-A.-;SQ
_ | |
FOX_M00809  5.3763¢-10 T rerrrmretn T'l' ATTT
rAg Al A~ CcAé
STE11_MO1005  5.8657¢-09 TTTTTIICTITCTTT AA AAA AA
TTTCTTTGTTC————
FOXP1_MO00987  8.3650e-09 ~~ - "AARCAAACARARAAA
ATAAAAAACAACACAAATA TTTT
AR A& Tee
AAACAAACAAAAAAA .
BR-C_M00094  6.2051e-08 R TAARSANAA i T A A
Zeadliichally
N HEHL M00129
HFHI_MO00129  6.6256e-08 PSS o T A
ATl Tx]
. . HFH3 M00289
HFH3_M00289  8.2084¢-07 TTTTTTTIGITICTTT T
————NNTRTTTRTWTN T
— 1A AcLlla
BR-C_M00092  1.0202¢-06 ARRCAAACARAAARA- w
—RANAAATAGNWNNNN T T
s VIITIT Ix
M26 M6 rev

TITCTITOTTT “ACAAACAA

mmmmmmmm

mmmmmmmmmmmmmm
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Name

HFH4_M00742

FOX_MO00809

FOXD3_M00130

STE11_MO00274

STE11_MO01005

HFH1_MO00129

HFH3_M00289

BR-C_M0009%4

Stamp Results

forward

E value

9.9920e-16

1.1049e-12

1.5716e-12

4.8669¢-11

6.0396e-11

1.0247e-09

8.5781e-09

2.0655e-07

HNF3alpha_MO00724 5.5731e-07

Freac-3_M00291

9.5431e-07

reverse compliment

Alignment

TTTGTTTGTTT-
WKTGTTTIGTTTA

TTTGTTTGTTT-
ANTGTTTRTTTW

AAACAAACAAA
AAANAAACAWT

————AAACAAACAAA——
WNNNNAACAAAGAAANW

TTTGTTTGTTT
TTTCTTTGTTC

AAACAAACAAA
AWATAAACAWT

TTTGTTTGTTT-
NNTRTTTRTWTN

-TTTGTTTGTTT
TTWTSTTTAYWW

——AAACAAACAAA
NWRARCAAAY———

TTTGTTTGTTT——————
——TGTTTATTTACNNNN

04/30/14

FOX_M00S9

a |G TATITs

FOXD3 M00I}0

AT IATTT

TALA s C

STELLMO024

STEL1MO100S

cAMGAMN A

HEH1_M00129

a1l TTATTT

HFH3 Moo289

gL

CA2

N BR-C MW

zeal SAQAA

» HXFlalpha M0OT

i T-
A Agél gl II

o
Freac-3 M00291

(ke

M17

M1

TOTTTTCTTTT AMAACAAMH

mmmmmmmmmmmm

mmmmmmmmmmmm

MI7 rev
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Stamp Results 04/30/14
orwar: reverse comp iment
forward li
Name E value Alignment Motif
HSF_M00163 1.5244¢-09 —_ICTITTCITIIT
NTTCTNTTCTNTTC A A A A AA
o mumﬂ; o
HNF3alpha_M00724 2.1636¢-06 ARAAACAAARGA TT
NWRARCAAAY——
ACACA
BR-C_MOWH
BR-C_MO00094  2.3105¢-06 il TAAA ATA A
TAA CHRAA
AT = i ol B
STE11_M00274  2.5112e-06 ~ ARAARCAARAGA——-
WNNNNAACAAAGAAANW '|' I
% =1L = ==,
AAAAACAAAAGA .
SRY_M00148 5.9169¢-06 e ean : A ACA
FOWI]‘;‘}W
———AAAAACAAAAGA————
FOXP1_MO00987  6.7681e-06 I, TTTTTW
AlA
TCTTTTGTTTTT .
Mat1-Mc_M00276 ~ 8.9043¢-06 CNATTeTYN iC AT .
‘=_I_A =
N ROXL MO0T23
ROXI _MO00728  1.1453¢-05 ARRAACRAAAGA ATT TT
———AACAATRS—-
P _
IRF-2_ M00063 1 4443e-05 TCTTTTCITITT : A AA( AAA
RSTTTCRCTTTT I
BR-C_MO00091 1.5061e-05 CTCITTICTIITI -~~~
NNNWYTTGTYTATNANN ATA AA AA -
————— ATSxe
M19 M9 MIS rev

MM TTTCTTTG2T

mmmmmmmmmm

mmmmmmmmmmmmmmmm
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
HSF_M00163  1.1102e-16 TTICTITICITTT
NTTCTNTTCTNTTC A A A A AA
HSF_M00167  2.9746e-10 TTICTITICITIT AA AA AA
NTTCNNTTCNNTTC
ZTW‘;&; ******
STE11_M00274  7.4353¢-08 ~-TTTCTTTICTITT~
WNTTTCTTTGTTNNNNW T I
% =1L = ==X,
. —-AAAAGAAAAGAAA
Evi-1_MO00081  1.3827e-07 A TANGANAR TS ATA T A ATA
AR ATETOATAL
HSE_MO00164  3.9124¢-07 ARRRGAAARGAAA-———— A A TTcT
————GAANAGAANNTTCT
HSE_M00166  5.3177¢-07 “ARARGAARAGAAA T A A
TTCTAGAANAGAAN
. —TTTCTTTTCTTTT-
Evi-1_M00078  3.8114e-06 TTATCTTATCTTRLC T ATA TAA
Leh ===
STELLMO10OS
STE11_MO1005 4.8925¢-06 TTTCTTTICTTTT A A
TTTCTTTGTTC——
BR-C_MO00092  7.6119¢-06 ARRAGAAAAGAAA- - w
—RANAAATAGNWNNNN - TTT TT
y—r=taaTol I=
HSF M00170  1.1913e-05 TTTCITTTCTTIT- TTC AA AA
NTTCNNTTCNNGAA
LIV AR AVAR
M22 M2 M2 rev

CTTTCTTCT AGAACAAA

o8 om v

mmmmmmmmmmmmmm
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forward

Name E value

STE11_MO01005 1.2978e-10
dTCF_M00362 4.5616e-10
STE11_M00274 4.4181e-08
SOX_M01014 7.1998e-08
SRY_MO00148 1.1038e-06
GR_M00921 1.6691e-06
LEF1,_MO00978 2.0703e-06

HNF3alpha_MO00724 2.2732¢-06
LEF1_MO00805

4.2490e-06

Mat1-Mc_M00275 6.1835e-06

———AGAACAAAG
WNNNNAACAAAGAAANW

—-——AGAACAAAG
NRMNNAACAAAGANRYC

Stamp Results

Alignment

———CTTTGTTC
TTTCTTTGTTC

CTTTGTTCT-
CTTTGATCTT

—CTTTGTTICT-
TCTTTGTTANG

AGAACAAAG
——AACANM-

AGAACAAAG
AGNACAN—--—

CTTTGTTCT-
CTTTGATSNN

—AGAACAAAG
NWRARCAAAY

CTTTGTTCT
CTTTG———-—

reverse compliment

T

N

T»
n—

1

(i

<>

04/30/14

Motif

STEL1_MO1003

M

ATCF_ V0362

STELL MO0274

< ==k

SOX_MOI0I4

T

MTa o

SRY_M00148

GR_M0921

TTCT

[El?l , M3

AT

HNFlalpha MOOT4

T
A&gjd£l¥f

LEF1_M00%03

AA

AC T

JeTEC

Matl-Me MO0

T

Coo

===

M7 rev

" CTIC0T T “heC

mmmmmmmmmm

Al

nnnnnnnnnnn
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Name

PU.1_M00658

Ets_M00971

Tel-2_MO00678

MAF_MO00648

PEA3_MO00655

c-Ets-1_MO00743

c-Ets-2_MO00340

NERF1la_MO00531

c-Ets-1_MO00339

GCR1_MO00046

Stamp Results

forward

E value

4.5163e-06

5.2455e-06

6.8003e-06

7.3031e-06

1.4003e-05

2.9483e-05

3.1997e-05

S

1.1810e-04

3.0416e-04

4.0291e-04

reverse compliment

Alignment

CTTCCTTCCTT
————CTTCCTIC

AAGGAAGGAAG
————NAGGAAG

AAGGAAGGAAG
CAGGAAGTA——

—————— CTTCCTTCCTT
NSNMMACTTCCYYCN——

AAGGAAGGAAG
————— MGGAWG

—CTTCCTTICCTT
GCTTCCK—————

—CTTCCTTCCTT-
ANNNACTTCCTGY

——————— CTTCCTTCCTT
NNASNYRCTTCCTGNY——

———CTTCCTTCCTT
NNMNNNACTTCCTG

AAGGAAGGAAG—
————GWGGAAGC

iLEA AA .
100

04/30/14

Motif

PUL_M00533

a0l

Ers_MO0S7L

%QTTCCT

Tel-2 MOO6TS

TICTICEr

MAF_M00648

iéAAA AA T QCI

PEA3_MOGES

olCe:

cEts-|_MOOT3

oGAaGe

cEts: MOOMD

%ACA AAAcgzl

N NERELa MIO33L

i;, A AA ILQIEXE

. eBts.L_M00339

. GCRL_ MO0

=]
0

M13

MR

(OCTACTr

nnnnnnnnn

MI3 rev

nnnnnnnnn
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Name

Ets_M00971

PU.1_MO00658

PEA3_MO00655

c-Ets-1_MO00743

Tel-2_MO00678

E2A_MO00973

GCR1_MO00046

Ets_MO00771

SMAD3_M00701

TFII-I_MO00706

Stamp Results

forward

E value

1.4402e-05

1.8440e-05

5.2399e-05

7.5151e-05

1.7947e-04

4.5593e-04

6.7233e-04

1.5935e-03

1.6028e-03

2.3643e-03

reverse compliment

Alignment

AAGGMAGGC
NAGGAAG——

GCCTKCCTT
——CTTCCTC

AAGGMAGGC
—MGGAWG—-

GCCTKCCTT
—GCTTCCK-

AAGGMAGGC
CAGGAAGTA

AAGGMAGGC
——RNCAGNT

AAGGMAGGC
GWGGAAGC—

AAGGMAGGC—-
CAGGAAGYNNN

AAGGMAGGC
—AGNCAGAC

AAGGMAGGC
GANGKAGG—

04/30/14

Motif

Es_MO0S7L

QTTCCT

PUL_M00533

oGl

PEAY MG

8 1

cEty]_ MOOT43

- (GRae

Td-2 678

TICTICEr

F24 M0y}

ACTG..

GCRL_MOW6

iACTTC Ic

Es MOOTTL

N séng;Ij ];;

SMAD3 M00701

}
CTUTLAT
10T

—

A

TEILL MG

o ol |

M10

M0

mmmmmmmmmm

MI0 rev

TOTTOCzrCT Acaa COMCA

mmmmmmmmmm

71



Name

MAF_MO00648

PU.1_MO00658

Ets_M00971

c-Ets-1_MO00743

PEA3_MO00655

Retroviral_M00212

Tel-2_MO00678

NERF1a_MO00531

Nrf-2_MO00108

KAISO_MO01119

forward

E value

1.5750e-07

2.7308e-06

5.6942e-06

3.6165e-05

4.0401e-05

1.0353e-04

1.3180e-04

1.3289¢-04

1.3657e-04

2.7311e-04

Stamp Results

reverse compliment

Alignment

————— TCTTCCTTCT
NSNMMACTTCCYYCN

TCTTCCTTCT
—CTTCCTC—-

AGAAGGAAGA
——NAGGAAG-

TCTTCCTTCT
GCTTCCK——-

AGAAGGAAGA
———MGGAWG—-

-AGAAGGAAGA——————
NAGNRRRRRGNTTTATT

AGAAGGAAGA-
——CAGGAAGTA

AGAAGGAAGA-——————
RNCAGGAAGYRNSTNNS

AGAAGGAAGA-
——CCGGAAGNS

——AGAAGGAAGA
NTNGCAGGA—-—-

04/30/14

Motif

. MAF_M00648

iéAAA AA TTS;CI

. PUL_M00533

e

Es MOTL

EQTTCCT

cEty]_ MOOT43

- (GRae

PEA3_MOGES

TG

Retroviral MN212

st

Td-3 M6

TICTTCEr

NERELa MIO33L

R A A slass

Nef-2_ M00108

et i

KAISO_M01119

00104

MSS

JUR

AAAAGGAA TTOCTTTT
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Stamp Results 04/30/14

forward reverse compliment
Name E value Alignment Motif
~—TTCCTTTT——————
AG_MO01133 5.3568e-08 T INCOW T T TTTCNIA TT cc -|-|- '|' TA
PBF_MO1130 2.4789-06 TTCCTTITT A
——CCTTT-
: MADS-a_Mo403
MADS-A_M00408  3.1155¢-06 ~TICCITIT-—— - 5 AAAA AA
TTTCCATTTTTNNWN CA
JTASE ¢
EIf-1_M00746 7.6058¢-06 _-TTCCTITI-
AYTTCCTCTTN A T
— T2 AA
————— AAAAGGAA- , -
MADS-B_MO00404  1.5546e-05 NCYARAAATCSARA 5 CTAAAAA A
JZAC T<CT
SED_MO01128 5.02966-05 ARAAGGAA-
NAAAGNNNA T
C__ = L
—-AAAAGGAA————— .
HSF_MO00163 5.1366¢-05 A ANACEANAGARY ; AA ) AA , AAA
: HSF 300164
HSF_MO00164 5.1366e-05 “ARARGGAA-—— - AA AA TTCT
GAANAGAANNTTCT
ID1_MO01021 6.3570e-05 i@iiggiﬁ; TT Tc TrrT
. CchgCTT
MCMI+SFE_M01051 8.6338¢-05 ARRAGGAA-———-———=——~
TNCCNAAWNNGGNAAWANNTAAAYAA AA AA TA A

M6E rev

" AAAGAAGA “TCTTCTTT
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forward

Name E value

PEND_MO01015 2.6717e-07

HSF_M00163 1.0420e-06

PR,_M00960 7.0963e-06

STE11_MO01005  2.5255e-05

Mat1-Mc_MO00275 1.3223e-04

STE11_M00274  2.1678e-04

HSF_MO00164 2.9535e-04

HSF_M00166 5.2470e-04

Rim101p_MO01030 6.4881e-04

Elf-1_MO00746 7.0420e-04

Stamp Results

reverse compliment

Alignment

AAAGAAGA
—AAGAAGT

————-TCTTCTTT--
NTTCINTITCTNTTC

AAAGAAGA-
WNNGRACAN

TCTTICTITT———-—
-TTTCTITIGTITC

———————— AAAGAAGA-
NRMNNAACAAAGANRYC

———————— AAAGAAGA-
WNNNNAACAAAGAAANW

——AAAGAAGA-———
GAANAGAANNTTCT

——————— AAAGAAGA
TTCTAGAANAGAAN-

TCTTCTTT
—TTNCTTG

———TCTTCTTT
AYTTCCTCTTN

04/30/14

Motif

PEND_Mo10L5

AA AGAAST

HSF 00163

i AAié Aﬁié AAﬁ

N IR, M3

o n QACA

STEL1MO100S

MAA ki

M.lll e M00273

W =

waTE = GCa

STEL1_MO0X4

>
NEN .

—
—

A
—_

p=3
=

HSF M0ol64

Ak Anﬂ&

HSF M0lg6

hatbs. s

N
» Riml01p_M01030

0alG_as

. X1 MO0

'Al'égA AAAL

M§?

M67 rev

" CTTCTTTT AAAAGAAC
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Name

PEND_MO01015

HSF_M00163

HSF_MO00164

HSF_M00166

STE11_MO01005

Mat1-Mc_MO00275

HSF_MO00167

HSF_MO00168

HSF_MO00170

STE11_M00274

Stamp Results

forward

E value

2.6717e-07

5.5585e-07

5.5585e-07

1.2274e-06

2.5255e-05

1.3223e-04

1.8555e-04

1.8555e-04

1.8555e-04

2.1678e-04

reverse compliment

Alignment

AAAAGAAG—
——AAGAAGT

GAANAGAANNTTCT

—————— AAAAGAAG
TTCTAGAANAGAAN

CTTCTTTT——-—
TTTCTTTGTTC

——————— AAAAGAAG--
NRMNNAACAAAGANRYC

CTICTTTT——————
NTTCNNTTCNNTTC

————— CTTCTTTT-
NGAANNTTCNNTTC

CTTCTTTT——————
NTTCNNTTCNNGAA

——————— AAAAGAAG—-
WNNNNAACAAAGAAANW

bits

04/30/14

Motif

PEND_Mo10L5

AAGAAT

HSF 00163

et

HSF Mol4

T

HSF 00166

[T

STEL1MO100S

AA AAAGAA

Matl-Mc MO0

vTT'rz TT = <

N HSF 00167

AR A AA

HST M0l68

A T

HSFX00170

M24

nnnnnnnnn

MM rev

CTOT-TOCT “AGGASAGA

nnnnnnnnn
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Name

ISGF-3_MO00258

NRSF_M00256

HSF_MO00167

HSF_MO00170

GAL4_MO00198

SMAD3_MO00701

BPC1_MO01126

T3R_MO00963

Helios_ M01004

GAL4_MO00049

forward

E value

3.6409¢-05

1.1739e-04

1.5676e-04

1.5676e-04

2.1556e-04

2.7497e-04

3.1360e-04

7.8583e-04

8.2390e-04

9.7653e-04

——CTCTKTCCT
GSYGCTGTCCGTGGTGCTGA

Stamp Results

reverse compliment

Alignment

AGGAMAGAG—————
GNGAAANWGAAACT

—-CTCTKTCCT———-
NTTCNNTTCNNTTC

—-CTCTKTCCT————
NTTCNNTTCNNGAA

NGYTCGGNNNANAGNNNNCCG

AGGAMAGAG
—AGNCAGAC

CTCTKICCT
——NTTTC—-

—AGGAMAGAG
NAGGWCAN—-—

CTCTKTCCT——
-NTTTTCCTWN

STTCGGASNANWGTNNNCCGNN

04/30/14

Motif

ISGF.3 M0258

AT

NRSF_M00256

GALA_ M001%8

C C_ACI_TCCTC

-~
SMAT Mo%01

iATCT CT

BPCI_MOLLYG

A

T3R Mowged

EcAQCTT

Halios MO1004

_AtAaan

. GALA MOOD49

M44

AGGASAG CTTCCT

M4 ey
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Stamp Results 04/30/14
forward reverse compliment
Name E value Alignment Motif
. NF-iappab M08
————CTTTCCT 5
NE-kappaB_M00208 1.1677¢-05 CoenyTTTOON ; ACTTTCC
N xlCcCcVYva
: ~CTTTCCT-- .
Helios. MO1004  1.4376e-05 I ) AA A A
== T A o 8
N BPCL_MOLLYG
BPCI_MO1126  2.6871e-05 CTTICCT A A
NTTTC—-— A
NF-AT_M00302  7.8040e-05 ~-CTTICCT-— A A A
NNNTTTCCWNN a
= 1 = :ég
CTTTCCT---- .
Elf-1_MO0746 1.2760e-04 yTreeToTT b A AA .
wTTA Aa
ISGF-3_M00258  1.5981e-04 AGGAAAG——————~ Tﬂ
GNGAAANWGAAACT
cTc
NFappab MOOIS4
-AGGAAAG————— .
NE-kappaB_M00194 1.6897¢-04 NoCAAARTeCos ; AATTTCC
.u P ) o2V o134 4
N BLIMPI_M01066
BLIMP1_MO01066  1.7273¢-04 _-crrect-—--
YMCTTTCMCTTYC A A
Ets. M00971 2.3132e-04 ;iggiié(; 5 TTCC
N Q .
PU.1_MO00658 2.3867e-04 CTTICCT-
—CTTCCTC A
[ = L=
M54 M4 rev

TTTTCCT ‘AGGAAAA
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forward
Name E value
Helios_M01004 6.4796e-10

MCM1+4SFF_MO01051 1.5158e-07
dl_MO00043 1.4412e-06
AG_MO01133 1.2806e-05

NF-AT_M00302 2.8941e-05

dl_M00120 2.9020e-05
Elf-1_MO00746 4.2410e-05
Ets_MO00971 6.2494¢e-05
PU.1_M00658 7.9074e-05

STATSB_MO00459 1.0214e-04

Stamp Results 04/30/14

reverse compliment

Alignment Motif

Helios MO1004

—-TTTTCCT——

NTTTTCCTWN AAAA

MCML+SFE_MO10ST

————————— AGGAAAA—————————— .
TNCCNAAWNNGGNAAWANNTAAAYAA i AAA AA T ¥ A
TWLART A Hhallley cle
ALMo3
AGGAAAA——— . T
NGGAAAAACC :
v lL _
. AG_Mo133
————————— AGGAAAA . c
TWNCAAAAAWGGNAAN : T A
TTT YTan AAAfTT

NF-AT_M00302

——TTTTCCT-— .
NNNTTTCCWNN :

. AL Moo

———TTTTCCT .
NGNTTTTCYC : C
VC.: e

N EI1 MOIM6

TTTTCCT-——— . AA
AYTTCCTCTTN : A
TééT AX

Es MOTL

—~AGGAAAA )
NAGGAAG- : QT VT_

PU.L_M00633

TTTTCCT- N
—-CTTCCTC !
C‘:A

STATSB MO

TTTTCCT-—————— N
NWTTCCNGGAANYN ¢

M

MI2_rev

w TTTTTAMAA TTTTTAMAL

nnnnnnn

mmmmmmmmmmmmm
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Name

MEF-2_MO00405

aMEF-2_M00403

MEF-2_M00233

MEF-2_M00406

MEF-2_MO00006

TATA_MO00216

Abd-B_M01094

Hb_MO00022

forward

E value

2.9868e-07

3.1767e-06

1.9584e-05

2.5426e-05

4.9225e-05

7.5424e-05

8.7874e-05

1.2639e-04

C-EBPgamma_M00622 1.8426e-04

GT-1_MO00635

3.0590e-04

Stamp Results

reverse compliment

Alignment

————— TTTTTAAAAA
RGKNWTTTTTANNSM

——————— TTTTTAAAAA
KKRGNTATTTTTARNCM

———————— TTTTTAAAAA-——
NNNTTCTATTTTTAGTAACAN

——————— TTTTTAAAAA
NGGGTITATTTTTAGM-—

——————— TTTTTAAAAA
RGRGTTATTTTTAGA-—

TTTTTAAAAA
NTTTTATAG-

TTTTTAAAAA
-TTTTAT——-—

-TTTTTAAAAA
NTTTTTNYK-—

-TTTTTAAAAA-
TNATTTCARAAW

TTTTTAAAAA
TWTNNA-———

%mLII AAAAATAéﬁCA

04/30/14

Motif

. MEE- M0O403

ﬁIQIg AAA$AIARCC

a¥ER-2 MO0}

N MEE-2 Moo

L]I CLAA I e

N MEE-2 M0M40§

A

. MEE-2_ MOOW§

MM e

TATA_M0I216

cral AL

Abd-B_M010%

ATAAAA

Hb_ Mo0022

fCATAAAAAA

C-EBPgamma_M00s22

%T ATTTCAGAAT

GT-1_M00635

i ‘B\-'-

. - Y=y

Sequence logo generation powered by weblogo
STAMP is written by Shaun Mahony
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